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540 
600 
660 
720 



atgtttattt tcttattatt tcttactctc actagtggta gtgaccttga ccggtgcacc 60 
acttttgatg atgttcaagc tcctaattac actcaacata cttcatctat gaggggggtt 120 
tactatcctg atgaaatttt tagatcagac actctttatt taactcagga tttatttctt 180 
ccattttatt ctaatgttac agggtttcat actattaatc atacgtttgg caaccctgtc 240 
atacctttta aggatggtat ttattttgct gccacagaga aatcaaatgt tgtccgtggt 300 
tgggtttttg gttctaccat gaacaacaag tcacagtcgg tgattattat taacaattct 360 
actaatgttg ttatacgagc atgtaacttt gaattgtgtg acaacccttt ctttgctgtt 420 
tctaaaccca tgggtacaca gacacatact atgatattcg ataatgcatt taattgcact 4 80 
ttcgagtaca tatctgatgc cttttcgctt gatgtttcag aaaagtcagg taattttaaa 
cacttacgag agtttgtgtt taaaaataaa gatgggtttc tctatgttta taagggctat 
caacctatag atgtagttcg tgatctacct tctggtttta acactttgaa acctattttt 
aagttgcctc ttggtattaa cattacaaat tttagagcca ttcttacagc cttttcacct 
qctcaagaca tttggggcac gtcagctgca gcctattttg ttggctattt aaagccaact 780 
acatttatgc tcaag^atga tgaaaatggt acaatcacag atgctgttga ttgttctcaa 840 
aatccacttg ctgaactcaa atgctctgtt aagagctttg agattgacaa aggaatttac 900 
cagacctcta atttcagggt tgttccctca ggagatgttg tgagattccc taatattaca 960 
aacttgtgtc cttttggaga ggtttttaat gctactaaat tcccttctgt ctatgcatgg 1020 
gagagaaaaa aaatttctaa ttgtgttgct gattactctg tgctctacaa ctcaacattt 1080 
?tttcaacct ttaagtgcta tggcgtttct gccactaagt tgaatgatct ttgcttctcc 1140 
aatgtctatg cagattcttt tgtagtcaag ggagatgatg taagacaaat agcgccagga 1200 
caaactggtg ttattgctga ttataattat aaattgccag atgatttcat ^t^gta 1260 
cttgcttgga atactaggaa cattgatgct acttcaactg gtaattataa "ataaatat 1320 
aggtatctta gacatggcaa gcttaggccc tttgagagag acatatctaa tgtgcctttc 1380 
tcccctgatg gcaaaccttg caccccacct gctcttaatt gttattggcc attaaatgat 1440 
tatggttttt acaccactac tggcattggc taccaacctt acagagttgt agtactttct 1500 



tttgaacttt taaatgcacc ggccacggtt tgtggaccaa aattatccac tgaccttatt 1560 
aagaaccagt gtgtcaattt taattttaat ggactcactg gtactggtgt gttaactcct 1620 
tcttcaaaga gatttcaacc atttcaacaa tttggccgtg atgtttctga tttcactgat 1680 
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tccgttcgag atcctaaaac atctgaaata ttagacattt caccttgctc "ttgggggt 1740 
gtaagtgSa ttacacctgg aacaaatgct tcatctgaag ttgctgttct atatcaagat 1800 
attaactqca ctgatgtttc tacagcaatt catgcagatc aactcacacc agcttggcgc 1860 
atatatSa ctggaaacaa tgtattccag actcaagcag gctgtcttat aggagctgag 1920 
.atqtcqaca ctHttatga gtgcgacatt cctattggag ctggcatttg tgctagttac 1980 
ratacaqttr cSSScg tagtactagc caaaaatcta ttgtggctta tactatgtct 2040 
SSS atagttcaat tgcttactct aataacacca ttgctatacc tactaacttt 2100 
tcaaJtagca ttactacaga agtaatgcct gtttctatgg ctaaaacctc cgtagattgt 2160 
aacatqtaca tctgcggaga ttctactgaa tgtgctaatt tgcttctcca atatggtagc 2220 
tcttgcacac aaccaaatcg tgcactctca ggtattgctg ctgaacagga tcgcaacaca 2280 
cgtgaagtgt tcgctcaagt caaacaaatg tacaaaaccc caactttgaa atattttggt 2340 
ggt?ttL?t tttcacaaat attacctgac cctctaaagc caactaagag ^ttttatt 2400 
gaggacttgc tctttaataa ggtgacactc gctgatgctg gcttcatgaa ^aatatggc 2460 
glSgcctag gtgatattaa tgctagagat ctcatttgtg cgcagaagtt «atggactt 2520 
acagtgttgc cacctctgct cactgatgat atgattgctg cctacactgc tgctctagtt 2580 
aqtqqtactg ccactgctgg atggacattt ggtgctggcg ctgctcttca aatacctttt 2640 
gctSgcaaa tggcaLtag gttcaatggc attggagtta cccaaaatgt tctctatgag 2700 
aaccaaaaac aaatcgccaa ccaatttaac aaggcgatta gtcaaattca agaatcactt 2760 
acaacaacat caactgcatt gggcaagctg caagacgttg ttaaccagaa tgctcaagca 2820 
taaacacac ttgttaaaca acttagctct aattttggtg caatttcaag tgtgctaaat 2880 
qatatccttt cgcgacttga taaagtcgag gcggaggtac aaattgacag gttaattaca 2940 
ggcagacttc aaagccttca aacctatgta acacaacaac taatcagggc tgctgaaatc 3000 
aqqgcttctg ctaatcttgc tgctactaaa atgtctgagt gtgttcttgg acaatcaaaa 3060 
aaaattqac? tttgtggaaa gggctaccac cttatgtcct tcccacaagc agccccgcat 312 0 
gg.fttgtct tccLcatgt ^acgtatgtg ccatcccagg agaggaactt caccacagcg 
ccaqcaattt qtcatgaagg caaagcatac ttccctcgtg aaggtgtttt tgtgtttaat 3240 
qqcacttctt ggtttattac acagaggaac ttcttttctc cacaaataat tactacagac 3300 
aatacatttg tctcaggaaa ttgtgatgtc gttattggca tcattaacaa -cagtttat 3360 
aatcctctqc aacctgagct cgactcattc aaagaagagc tggacaagta cttcaaaaat 3420 
Stacatcac cagatgtrga tcttggcgac atttcaggca ".acgcttc tgtcgtcaac 3480 
attcaaaaag aaattgaccg cctcaatgag gtcgctaaaa atttaaatga atcactcatt 3b4U 
gaccttcaag aattgggaaa atatgagcaa tatattaaat ^ccttggta tgtttggctc 3600 
aacttcattq ctqgactaat tgccatcgtc atggttacaa tcttgctttg ttgcatgact 3bbu 
agttgttgca gt?gcctcaa gggtgcatgc tcttgtggtt cttgctgcaa gtttgatgag 3720 
gatgactctg agccagttct caagggtgtc aaattacatt acacataa 3768 



<210> 2 
<211> 1255 
<212> PRT 

<213> SARS Coronavirus urbani 

Met°Phe lie Phe Leu Leu Phe Leu Thr Leu Thr Ser Gly Ser Asp Leu 
5 10 



Asp Arg Cys Thr Thr Phe Asp Asp Val Gin Ala Pro Asn Tyr Thr Gin 



20 25 



His Thr Ser 
35 



Ser Met Arg Gly Val Tyr Tyr Pro Asp Glu He Phe Arg 



40 45 



Thr Leu Tyr Leu Thr Gin Asp Leu Phe Leu Pro Phe Tyr Ser 



Ser Asp .... „ 60 



50 



55 



Asn Val Thr Gly Phe His Thr He Asn His Thr Phe Gly Asn Pro Val 
65 70 75 
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lie Pro Phe Lys Asp Gly lie Tyr Phe Ala Ala Thr Glu Lys Ser Asn 
85 90 95 

val Val Arg Gly Trp Val Phe Gly Ser Thr Met Asn Asn Lys Ser Gin 
100 105 11° 

Ser Val He He He Asn Asn Ser Thr Asn Val Val He Arg Ala Cys 
115 120 I 25 

Asn Phe Glu Leu Cys Asp Asn Pro Phe Phe Ala Val Ser Lys Pro Met 
130 135 140 

Glv Thr Gin Thr His Thr Met He Phe Asp Asn Ala Phe Asn Cys Thr 
14 5 150 155 160 

Phe Glu Tyr He Ser Asp Ala Phe Ser Leu Asp Val Ser Glu Lys Ser 
165 170 I" 75 

Glv Asn Phe Lys His Leu Arg Glu Phe Val Phe Lys Asn Lys Asp Gly 
180 185 190 

Phe Leu Tyr Val Tyr Lys Gly Tyr Gin Pro He Asp Val Val Arg Asp 
195 200 205 

Leu Pro Ser Gly Phe Asn Thr Leu Lys Pro He Phe Lys Leu Pro Leu 
210 215 220 

Glv He Asn He Thr Asn Phe Arg Ala He Leu Thr Ala Phe Ser Pro 
225 230 235 240 

Ala Gin Asp He Trp Gly Thr Ser Ala Ala Ala Tyr Phe Val Gly Tyr 
245 250 255 

Leu Lys Pro Thr Thr Phe Met Leu Lys Tyr Asp Glu Asn Gly Thr He 
260 265 270 

Thr Asp Ala Val Asp Cys Ser Gin Asn Pro Leu Ala Glu Leu Lys Cys 
275 280 285 

Ser Val Lys Ser Phe Glu He Asp Lys Gly He Tyr Gin Thr Ser Asn 
290 295 300 

Phe Arg Val Val Pro Ser Gly Asp Val Val Arg Phe Pro Asn He Thr 
305 310 315 320 

Asn Leu Cys Pro Phe Gly Glu Val Phe Asn Ala Thr Lys Phe Pro Ser 
325 330 335 

Val Tyr Ala Trp Glu Arg Lys Lys He Ser Asn Cys Val Ala Asp Tyr 
340 345 350 

Ser Val Leu Tyr Asn Ser Thr Phe Phe Ser Thr Phe Lys Cys Tyr Gly 
355 360 365 

Val Ser Ala Thr Lys Leu Asn Asp Leu Cys Phe Ser Asn Val Tyr Ala 
370 375 380 



Asp Ser Phe Val Val Lys Gly Asp Asp Val Arg Gin He Ala Pro Gly 

390 395 400 



385 



Gin Thr Gly Val He Ala Asp Tyr Asn Tyr Lys Leu Pro Asp Asp Phe 
405 410 415 

Met Gly Cys Val Leu Ala Trp Asn Thr Arg Asn He Asp Ala Thr Ser 
420 425 430 

Thr Gly Asn Tyr Asn Tyr Lys Tyr Arg Tyr Leu Arg His Gly Lys Leu 
435 440 445 

Arg Pro Phe Glu Arg Asp He Ser Asn Val Pro Phe Ser Pro Asp Gly 
450 455 460 

Lys Pro Cys Thr Pro Pro Ala Leu Asn Cys Tyr Trp Pro Leu Asn Asp 
465 470 475 480 

Tyr Gly Phe Tyr Thr Thr Thr Gly He Gly Tyr Gin Pro Tyr Arg Val 
485 490 495 

Val Val Leu Ser Phe Glu Leu Leu Asn Ala Pro Ala Thr Val Cys Gly 
500 505 510 

Pro Lys Leu Ser Thr Asp Leu He Lys Asn Gin Cys Val Asn Phe Asn 
515 520 525 

Phe Asn Gly Leu Thr Gly Thr Gly Val Leu Thr Pro Ser Ser Lys Arg 
530 ~ 535 540 

Phe Gin Pro Phe Gin Gin Phe Gly Arg Asp Val Ser Asp Phe Thr Asp 
545 550 555 560 

Ser Val Arg Asp Pro Lys Thr Ser Glu He Leu Asp He Ser Pro Cys 
565 570 575 

Ser Phe Gly Gly Val Ser Val He Thr Pro Gly Thr Asn Ala Ser Ser 
580 585 590 

Glu Val Ala Val Leu Tyr Gin Asp Val Asn Cys Thr Asp Val Ser Thr 
595 600 605 

Ala He His Ala Asp Gin Leu Thr Pro Ala Trp Arg He Tyr Ser Thr 
610 615 620 

Gly Asn Asn Val Phe Gin Thr Gin Ala Gly Cys Leu He Gly Ala Glu 
625 630 635 640 

His Val Asp Thr Ser Tyr Glu Cys Asp He Pro He Gly Ala Gly He 
645 650 655 

Cys Ala Ser Tyr His Thr Val Ser Leu Leu Arg Ser Thr Ser Gin Lys 
660 665 670 

Ser He Val Ala Tyr Thr Met Ser Leu Gly Ala Asp Ser Ser He Ala 
675 ' 680 685 



Tyr Ser Asn Asn Thr He Ala He Pro Thr Asn Phe Ser He Ser He 
690 695 700 

Thr Thr Glu Val Met Pro Val Ser Met Ala Lys Thr Ser Val Asp Cys 
705 710 715 720 

Asn Met Tyr He Cys Gly Asp Ser Thr Glu Cys Ala Asn Leu Leu Leu 
725 730 735 

Gin Tyr Gly Ser Phe Cys Thr Gin Leu Asn Arg Ala Leu Ser Gly He 
740 745 750 

Ala Ala Glu Gin Asp Arg Asn Thr Arg Glu Val Phe Ala Gin Val Lys 
755 760 765 

Gin Met Tyr Lys Thr Pro Thr Leu Lys Tyr Phe Gly Gly Phe Asn Phe 
770 775 780 

Ser Gin He Leu Pro Asp Pro Leu Lys Pro Thr Lys Arg Ser Phe lie 
785 790 795 800 

Glu Asp Leu Leu Phe Asn Lys Val Thr Leu Ala Asp Ala Gly Phe Met 



805 



810 815 



Lys Gin Tyr Gly Glu Cys Leu Gly Asp He Asn Ala Arg Asp Leu He 
820 825 830 

Cys Ala Gin Lys Phe Asn Gly Leu Thr Val Leu Pro Pro Leu Leu Thr 
835 840 845 

Asp Asp Met He Ala Ala Tyr Thr Ala Ala Leu Val Ser Gly Thr Ala 
850 855 860 

Thr Ala Gly Trp Thr Phe Gly Ala Gly Ala Ala Leu Gin He Pro Phe 
865 870 875 880 

Ala Met Gin Met Ala Tyr Arg Phe Asn Gly He Gly Val Thr Gin Asn 
885 890 895 

Val Leu Tyr Glu Asn Gin Lys Gin He Ala Asn Gin Phe Asn Lys Ala 
900 905 910 

He Ser Gin He Gin Glu Ser Leu Thr Thr Thr Ser Thr Ala Leu Gly 
915 920 925 

Lys Leu Gin Asp Val Val Asn Gin Asn Ala Gin Ala Leu Asn Thr Leu 
930 935 940 

Val Lys Gin Leu Ser Ser Asn Phe Gly Ala He Ser Ser Val Leu Asn 



Lys 

945 



950 955 960 



Asp He Leu Ser Arg Leu Asp Lys Val Glu Ala Glu Val Gin He Asp 

965 970 975 

Arg Leu He Thr Gly Arg Leu Gin Ser Leu Gin Thr Tyr Val Thr Gin 
980 985 990 



Gin Leu lie Arg Ala Ala Glu He Arg Ala Ser Ala Asn Leu Ala Ala 
995 1000 1005 

Thr Lys Met Ser Glu Cys Val Leu Gly Gin Ser Lys Arg Val Asp Phe 
1010 1015 1020 

Cys Gly Lys Gly Tyr His Leu Met Ser Phe Pro Gin Ala Ala Pro His 
1025 1030 1035 1040 

Gly Val Val Phe Leu His Val Thr Tyr Val Pro Ser Gin Glu Arg Asn 
1045 1050 1055 

Phe Thr Thr Ala Pro Ala He Cys His Glu Gly Lys Ala Tyr Phe Pro 
1060 1065 1070 

Arg Glu Gly Val Phe Val Phe Asn Gly Thr Ser Trp Phe He Thr Gin 
1075 1080 1085 

Arg Asn Phe Phe Ser Pro Gin He He Thr Thr Asp Asn Thr Phe Val 
1090 1095 1100 

Ser Gly Asn Cys Asp Val Val He Gly He He Asn Asn Thr Val Tyr 
1105 1H0 H15 H20 

Asp Pro Leu Gin Pro Glu Leu Asp Ser Phe Lys Glu Glu Leu Asp Lys 
1125 H30 H35 

Tyr Phe Lys Asn His Thr Ser Pro Asp Val Asp Leu Gly Asp He Ser 
1140 H45 H50 

Gly He Asn Ala Ser Val Val Asn He Gin Lys Glu He Asp Arg Leu 
1155 H60 H65 

Asn Glu Val Ala Lys Asn Leu Asn Glu Ser Leu He Asp Leu Gin Glu 
1170 H75 H80 

Leu Gly Lys Tyr Glu Gin Tyr He Lys Trp Pro Trp Tyr Val Trp Leu 
1185 H90 H95 1200 

Gly Phe He Ala Gly Leu He Ala He Val Met Val Thr He Leu Leu 
1205 1210 1215 

Cys Cys Met Thr Ser Cys Cys Ser Cys Leu Lys Gly Ala Cys Ser Cys 
1220 1225 1230 

Gly Ser Cys Cys Lys Phe Asp Glu Asp Asp Ser Glu Pro Val Leu Lys 
1235 1240 1245 

Gly Val Lys Leu His Tyr Thr 
1250 1255 
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Ala°val Asp Cys Ser Gin Asn Pro Leu Ala Glu Leu Lys Cys Ser Val 

x q 10 15 



Lys Ser Phe Glu lie Asp Lys Gly He Tyr Gin Thr Ser Asn Phe Arg 
20 25 • 30 

Val Val Pro Ser Gly Asp Val Val Arg Phe Pro Asn He Thr Asn Leu 
35 40 45 

Cys Pro Phe Gly Glu Val Phe Asn Ala Thr Lys Phe Pro Ser Val Tyr 
50 * 55 60 

Ala Trp Glu Arg Lys Lys lie Ser Asn Cys Val Ala Asp Tyr Ser Val 
65 70 75 80 

Leu Tyr Asn Ser Thr Phe Phe Ser Thr Phe Lys Cys Tyr Gly Val Ser 
85 90 95 

Ala Thr Lys Leu Asn Asp Leu Cys Phe Ser Asn Val Tyr Ala Asp Ser 
100 105 HO 

Phe val Val Lys Gly Asp Asp Val Arg Gin He Ala Pro Gly Gin Thr 
115 120 125 

Gly Val He Ala Asp Tyr Asn Tyr Lys Leu Pro Asp Asp Phe Met Gly 
130 135 140 

Cys Val Leu Ala Trp Asn Thr Arg Asn He Asp Ala Thr Ser Thr Gly 
145 150 155 160 

Asn Tyr Asn Tyr Lys Tyr Arg Tyr Leu Arg His Gly Lys Leu Arg Pro 
165 170 175 

Phe Glu Arg Asp He Ser Asn Val Pro Phe Ser Pro Asp Gly Lys Pro 
180 185 190 

Cvs Thr Pro Pro Ala Leu Asn Cys Tyr Trp Pro Leu Asn Asp Tyr Gly 
195 200 205 

Phe Tyr Thr Thr Thr Gly He Gly Tyr Gin Pro Tyr Arg Val Val Val 
210 215 220 

Ser Phe Glu Leu Leu Asn Ala Pro Ala Thr Val Cys Gly Pro Lys 



Leu 

225 230 



235 240 



Leu Ser Thr Asp Leu He Lys Asn Gin Cys Val Asn Phe Asn Phe Asn 
245 250 255 

Gly Leu Thr Gly Thr Gly Val Leu Thr Pro Ser Ser Lys Arg Phe Gin 

265 270 



260 



Pro Phe Gin Gin Phe Gly Arg Asp Val Ser Asp Phe Thr Asp Ser Val 
275 280 285 

Arq Asp Pro Lys Thr Ser Glu He Leu Asp He Ser Pro Cys Ser Phe 
290 295 300 
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Gly Gly Val Ser Val He Thr Pro Gly Thr Asn Ala Ser Ser Glu Val 

nn 315 320 

305 310 J 

Ala Val Leu Tyr Gin Asp Val Asn Cys Thr Asp Val Ser Thr Ala He 
325 330 335 

His Ala Asp Gin Leu Thr Pro Ala Trp Arg He Tyr Ser Thr Gly Asn 
340 345 350 

Asn Val Phe Gin Thr Gin Ala Gly Cys Leu He Gly Ala Glu His Val 
355 360 365 

Asp Thr Ser Tyr Glu Cys Asp He Pro He Gly Ala Gly He Cys Ala 
370 375 380 

Ser Tyr His Thr Val Ser Leu Leu Arg Ser Thr Ser Gin Lys Ser He 

->an 395 4 00 

385 390 

Val Ala Tyr Thr Met Ser Leu Gly Ala Asp Ser Ser He Ala Tyr Ser 
405 410 415 

Asn Asn Thr He Ala He Pro Thr Asn Phe Ser He Ser He Thr Thr 
420 425 430 

Glu Val Met Pro Val Ser Met Ala Lys Thr Ser Val Asp Cys Asn Met 
435 440 445 

Tyr He Cys Gly Asp Ser Thr Glu Cys Ala Asn Leu Leu Leu Gin Tyr 
450 455 460 

Gly Ser Phe Cys Thr Gin Leu Asn Arg Ala Leu Ser Gly He Ala Ala 
465 470 475 480 

Glu Gin Asp Arg Asn Thr Arg Glu Val Phe Ala Gin Val Lys Gin Met 
485 490 495 

Tyr Lys Thr Pro Thr Leu Lys Tyr Phe Gly Gly Phe Asn Phe Ser Gin 
500 505 510 

He Leu Pro Asp Pro Leu Lys Pro Thr Lys Arg Ser Phe He Glu Asp 
515 520 525 

Leu Leu Phe Asn Lys Val Thr Leu Ala Asp Ala Gly Phe Met Lys Gin 
530 535 540 

Tyr Gly Glu Cys Leu Gly Asp He Asn Ala Arg Asp Leu He Cys Ala 
545 550 555 560 

Gin Lys Phe Asn Gly Leu Thr Val Leu Pro Pro Leu Leu Thr Asp Asp 
565 570 575 

Met He Ala Ala Tyr Thr Ala Ala Leu Val Ser Gly Thr Ala Thr Ala 
580 585 590 

Gly Trp Thr Phe Gly Ala Gly Ala Ala Leu Gin He Pro Phe Ala Met 
595 600 605 



Gin Met Ala Tyr Arg Phe Asn Gly He Gly Val Thr Gin Asn val Leu 
610 615 620 



Tyr Glu Asn Gin Lys 



Gin He Ala Asn Gin Phe Asn Lys Ala He Ser 



625 630 



635 640 



Gin He Gin Glu Ser Leu Thr Thr Thr Ser Thr Ala Leu Gly Lys Leu 
645 650 655 

Gin Asp Val Val Asn Gin Asn Ala Gin Ala Leu Asn Thr Leu Val Lys 
660 665 670 

Gin Leu Ser Ser Asn Phe Gly Ala He Ser Ser Val Leu Asn Asp He 
675 680 685 

Leu Ser Arg Leu Asp Lys Val Glu Ala Glu Val Gin He Asp Arg Leu 
690 ~ 695 700 

He Thr Gly Arg Leu Gin Ser Leu Gin Thr Tyr Val Thr Gin Gin Leu 

Tin 715 720 

705 710 

He Arg Ala Ala Glu He Arg Ala Ser Ala Asn Leu Ala Ala Thr Lys 
725 730 735 

Met Ser Glu Cys Val Leu Gly Gin Ser Lys Arg Val Asp Phe Cys Gly 
740 745 750 

Lvs Gly Tyr His Leu Met Ser Phe Pro Gin Ala Ala Pro His Gly Val 
Y 755 760 765 

Val Phe Leu His Val Thr Tyr Val Pro Ser Gin Glu Arg Asn Phe Thr 
770 775 780 



Thr Ala Pro Ala He Cys His Glu Gly Lys Ala Tyr Phe Pro Arg Glu 
785 



790 795 800 



Gly Val Phe Val Phe Asn Gly 
805 
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<400> 4 

Ala Val Asp Cys Ser Gin Asn Pro 
1 5 

Lys Ser Phe Glu He Asp Lys Gly 
20 

Val Val Pro Ser Gly Asp Val Val 
35 40 

Cys Pro Phe Gly Glu Val Phe Ala 
50 55 



Leu Ala Glu Leu Lys Cys Ser Val 
10 15 

He Tyr Gin Thr Ser Asn Phe Arg 
25 30 

Arg Phe Pro Asn He Ala Asn Leu 
45 

Ala Thr Lys Phe Pro Ser Val Tyr 
60 
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Ala Trp Glu Arg Lys Lys lie Ser Asn Cys Val Ala Asp Tyr Ser Val 
65 70 75 80 

Leu Tyr Asn Ser Ala Phe Phe Ser Thr Phe Lys Cys Tyr Gly Val Ser 
85 9° 95 

Ala Thr Lys Leu Asn Asp Leu Cys Phe Ser Asn Val Tyr Ala Asp Ser 
100 105 110 

Phe Val Val Lys Gly Asp Asp Val Arg Gin He Ala Pro Gly Gin Thr 
115 120 125 

Glv Val He Ala Asp Tyr Asn Tyr Lys Leu Pro Asp Asp Phe Met Gly 
130 135 I" 

Cvs Val Leu Ala Trp Asn Thr Arg Asn He Asp Ala Thr Ser Thr Gly 
145 150 155 160 

Asn Tyr Asn Tyr Lys Tyr Arg Tyr Leu Arg His Gly Lys Leu Arg Pro 
165 170 175 

Phe Glu Arg Asp He Ser Asn Val Pro Phe Ser Pro Asp Gly Lys Pro 
180 185 I 90 

Cvs Thr Pro Pro Ala Leu Asn Cys Tyr Trp Pro Leu Asn Asp Tyr Gly 
195 200 205 

Phe Tyr Thr Thr Thr Gly He Gly Tyr Gin Pro Tyr Arg Val Val Val 
210 215 220 

Ser Phe Glu Leu Leu Asn Ala Pro Ala Thr Val Cys Gly Pro Lys 



Leu 

225 230 



235 240 



Leu Ser Thr Asp Leu He Lys Asn Gin Cys Val Asn Phe Asn Phe Asn 
245 250 255 

Glv Leu Thr Gly Thr Gly Val Leu Thr Pro Ser Ser Lys Arg Phe Gin 
y 260 265 270 

Pro Phe Gin Gin Phe Gly Arg Asp Val Ser Asp Phe Thr Asp Ser Val 
275 280 285 

Arq Asp Pro Lys Thr Ser Glu He Leu Asp He Ser Pro Cys Ser Phe 
290 295 300 

Gly Gly Val Ser Val He Thr Pro Gly Thr Asn Ala Ala Ser Glu Val 
305 310 315 320 

Ala val Leu Tyr Gin Asp Val Ala Cys Thr Asp Val Ser Thr Ala He 
325 330 335 

His Ala Asp Gin Leu Thr Pro Ala Trp Arg He Tyr Ser Thr Gly Asn 
340 345 350 

Asn val Phe Gin Thr Gin Ala Gly Cys Leu He Gly Ala Glu His Val 
355 360 365 
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Asp Thr Ser Tyr Glu Cys Asp lie Pro He Gly Ala Gly He Cys Ala 
370 375 380 

Ser Tyr His Thr Val Ser Leu Leu Arg Ser Thr Ser Gin Lys Ser He 
385 390 395 400 

Val Ala Tyr Thr Met Ser Leu Gly Ala Asp Ser Ser He Ala Tyr Ser 
405 410 415 

Ala Asn Thr He Ala He Pro Thr Asn Phe Ala He Ser He Thr Thr 
420 425 430 

Glu Val Met Pro Val Ser Met Ala Lys Thr Ser Val Asp Cys Asn Met 
435 440 445 

Tyr He Cys Gly Asp Ser Thr Glu Cys Ala Asn Leu Leu Leu Gin Tyr 
450 455 460 

Gly Ser Phe Cys Thr Gin Leu Asn Arg Ala Leu Ser Gly He Ala Ala 
465 470 475 480 

Glu Gin Asp Arg Asn Thr Arg Glu Val Phe Ala Gin Val Lys Gin Met 
485 490 495 

Tyr Lys Thr Pro Thr Leu Lys Tyr Phe Gly Gly Phe Asn Phe Ala Gin 
500 505 510 

He Leu Pro Asp Pro Leu Lys Pro Thr Lys Arg Ser Phe He Glu Asp 
515 520 525 

Leu Leu Phe Asn Lys Val Thr Leu Ala Asp Ala Gly Phe Met Lys Gin 
530 535 540 

Tyr Gly Glu Cys Leu Gly Asp He Asn Ala Arg Asp Leu He Cys Ala 
545 550 555 560 

Gin Lys Phe Asn Gly Leu Thr Val Leu Pro Pro Leu Leu Thr Asp Asp 
565 570 575 

Met He Ala Ala Tyr Thr Ala Ala Leu Val Ser Gly Thr Ala Thr Ala 
580 585 590 

Gly Trp Thr Phe Gly Ala Gly Ala Ala Leu Gin He Pro Phe Ala Met 
595 600 605 

Gin Met Ala Tyr Arg Phe Asn Gly He Gly Val Thr Gin Asn Val Leu 
610 615 620 

Tyr Glu Asn Gin Lys Gin He Ala Asn Gin Phe Asn Lys Ala He Ser 
625 630 635 640 

Gin He Gin Glu Ser Leu Thr Thr Thr Ser Thr Ala Leu Gly Lys Leu 
645 650 655 

Gin Asp Val Val Asn Gin Asn Ala Gin Ala Leu Asn Thr Leu Val Lys 
660 665 670 



Gin Leu Ser Ser 
675 

Leu Ser Arg Leu 
690 

He Thr Gly Arg 
705 

He Arg Ala Ala 



Met Ser Glu Cys 
740 

Lys Gly Tyr His 
755 

Val Phe Leu His 
770 

Thr Ala Pro Ala 
785 

Gly Val Phe Val 



Asn Phe Gly Ala 
680 

Asp Lys Val Glu 
695 

Leu Gin Ser Leu 
710 

Glu lie Arg Ala 
725 

Val Leu Gly Gin 



Leu Met Ser Phe 
760 

Val Thr Tyr Val 
775 

He Cys His Glu 
790 

Phe Asn Gly 
805 
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He Ser Ser Val 



Ala Glu Val Gin 
700 

Gin Thr Tyr Val 
715 

Ser Ala Asn Leu 
730 

Ser Lys Arg Val 
745 

Pro Gin Ala Ala 



Pro Ser Gin Glu 
780 

Gly Lys Ala Tyr 
795 



Leu Asn Asp lie 
685 

He Asp Arg Leu 



Thr Gin Gin Leu 
720 

Ala Ala Thr Lys 
735 

Asp Phe Cys Gly 
750 

Pro His Gly Val 
765 

Arg Asn Phe Ala 



Phe Pro Arg Glu 
800 



<210> 5 
<211> 2421 
<212> DNA 

<213> SARS Coronavirus urbani 
<400> 5 



gctgttgatt gttctcaaaa tccacttgct gaactcaaat gctctgttaa gagct ttgag 60 
attgacaaag gaatttacca gacctctaat ttcagggttg ttccctcagg ^gttgtg 120 
"aftcccta atattgcaaa cttgtgtcct tttggagagg tttttgccgc tactaaattc 180 
SSctgtct atgcatggga gagaaaaaaa atttctaatt gtgttgctga ttactctgtg 240 
ctctacaact cagcattttt ttcaaccttt aagtgctatg gcgtttctgc cactaagttg 300 
gc^tctccaa tgtctatgca gattcttttg tagtcaaggg agatgatgta 360 
agacaaatag cgccaggaca aactggtgtt attgctgatt ataattataa Jttgccagat 20 
aatttcatqg gttgtgtcct tgcttggaat actaggaaca ttgatgctac ttcaactggt 4»u 
aattataa?t ataaaLtag gtatcttaga catggcaagc ttaggccctt tgagagagac 540 
atatctaatg tgcctttctc ccctgatggc aaaccttgca ccccacctgc tcttaattgt 600 
SSggccat taaatgatta tggtttttac accactactg gcattggcta ccaaccttac 660 
agagttgtag tactt?cttt tgaactttta aatgcaccgg ccacggtttg tggaccaaaa 720 
??a?ccactg accttattaa gaaccagtgt gtcaatttta attttaatgg actcactggt 780 
,° ntB ; t-aactccttc ttcaaagaga tttcaaccat ttcaacaatt tggccgtgat 840 
g t?ft|a?t "actgatt^ cgttcgagat cctaaaacat ctgaaatatt agacatttca 300 
ccttqctctt ttgggggtgt aagtgtaatt acacctggaa caaatgctgc atctgaagtt 9 60 
ac^gttctat atcaagatgt tgcctgcact gatgtttcta cagcaattca tgcagatcaa 1020 
ctcacaccag cttggcgcat aLttctact ggaaacaatg tattccagac tcaagcaggc 1080 
tgt?t?atag gagSgagca tgtcgacact tcttatgagt gcgacattcc tattggagct 1140 
aacatttgtg ctagttacca tacagtttct ttattacgta gtactagcca aaaatctatt 1200 
gjggcttata cta?gtcttt aggtgctgat agttcaattg cttactctgc caaeaccatt 1260 
Ictltaccta ctaactttgc aattagcatt actacagaag taatgcctgt "ctatggct 1320 
aaaacctccg tagattgtaa tatgtacatc tgcggagatt ctactgaatg tgctaatttg 1380 
c"ctccaa? atggta|ctt ttgcacacaa ctaaatcgtg cactctcagg tattgctgct 1440 



13 



gaacaggatc gcaacacacg tgaagtgttc 
actttgaaat attttggtgg ttttaatttt 
actaagaggt cttttattga ggacttgctc 
ttcatgaagc aatatggcga atgcctaggt 
cagaagttca atggacttac agtgttgcca 
tacactgctg ctctagttag tggtactgcc 
gctcttcaaa taccttttgc tatgcaaatg 
caaaatgttc tctatgagaa ccaaaaacaa 
caaattcaag aatcacttac aacaacatca 
aaccagaatg ctcaagcatt aaacacactt 
atttcaagtg tgctaaatga tatcctttcg 
attgacaggt taattacagg cagacttcaa 
atcagggctg ctgaaatcag ggcttctgct 
gttcttggac aatcaaaaag agttgacttt 
ccacaagcag ccccgcatgg tgttgtcttc 
aggaacttcg ccacagcgcc agcaatttgt 
ggtgtttttg tgtttaatgg c 



gctcaagtca aacaaatgta caaaacccca 1500 
gcacaaatat tacctgaccc tctaaagcca 1560 
tttaataagg tgacactcgc tgatgctggc 1620 
gatattaatg ctagagatct catttgtgcg 1680 
cctctgctca ctgatgatat gattgctgcc 1740 
actgctggat ggacatttgg tgctggcgct 1800 
gcatataggt tcaatggcat tggagttacc 1860 
atcgccaacc aatttaacaa ggcgattagt 1920 
actgcattgg gcaagctgca agacgttgtt 1980 
gttaaacaac ttagctctaa ttttggtgca 2 04 0 
cgacttgata aagtcgaggc ggaggtacaa 2100 
agccttcaaa cctatgtaac acaacaacta 2160 
aatcttgctg ctactaaaat gtctgagtgt 2220 
tgtggaaagg gctaccacct tatgtccttc 2280 
ctacatgtca cgtatgtgcc atcccaggag 2340 
catgaaggca aagcatactt ccctcgtgaa 2400 

2421 



<210> 6 
<211> 2421 
<212> DNA 

<213> SARS Coronavirus urbani 



gccgtggact gctcccagaa ccccctggcc gagctgaagt gctccgtgaa gtccttcgag 60 
atcgacaagg gcatctacca gacctccaac ttccgcgtgg tgccctccgg cgacgtggtg 120 
cgcttcccca acatcgccaa cctgtgcccc ttcggcgagg tgttcgccgc caccaagt c 180 
ccctccgtgt acgcctggga gcgcaagaag atctccaact gcgtggccga ctactccgtg 240 
ctgtacaact ccgccttctt ctccaccttc aagtgctacg gcgtgtccgc caccaagctg 300 
aacgacctgt gcttctccaa cgtgtacgcc gactccttcg tggtgaaggg cgacgacgtg 360 
cgccagatcg cccccggcca gaccggcgtg atcgccgact acaactacaa gctgcccgac 420 
gacttcatgg gctgcgtgct ggcctggaac acccgcaaca tcgacgccac ctccaccggc 480 
aactacaac? Laagtaccg ctacctgcgc cacggcaagc tgcgcccctt cgagcgcgac 540 
atctccaacg tgcccttctc ccccgacggc aagccctgca ccccccccgc cctgaactgc 600 
tactggcccc t|aacgacta cggcttctac accaccaccg gcatcggcta ccagccc c 660 
cgcgtggtgg tgctgtcctt cgagctgctg aacgcccccg ccaccgtgtg cggccccaag 720 
c!g^caccg acctgatcaa gaaccagtgc gtgaacttca acttcaacgg cctgaccggc 780 
accggcgtgc tgaccccctc ctccaagcgc ttccagccct tccagcagtt cggccgcgac 840 
gtgtccgact tcaccgactc cgtgcgcgac cccaagacct ccgagatcct ggacatctcc 900 
ccctgctcct tcggcggcgt gtccgtgatc acccccggca ccaacgccgc ctccgaggtg 960 
gccgtgctgt accaggacgt ggcctgcacc gacgtgtcca ccgccatcca cgccgaccag 1020 
ctaacccccg cctggcgcat ctactccacc ggcaacaacg tgttccagac ccaggccggc 1080 
tgcctgatcl gcgccgagca cgtggacacc tcctacgagt gcgacatccc catcggcgcc 1140 
gLatctgcg cctcctacca caccgtgtcc ctgctgcgct ccacctccca gaagtccatc 1200 
l?ggcctaca ccatgtccct gggcgccgac tcctccatcg cctactccgc caacacca 1260 
Iccatcccca ccaacttcgc catctccatc accaccgagg tgatgcccgt ^ccatggcc 1320 
aaqacctccg tggactgcaa catgtacatc tgcggcgact ccaccgagtg cgccaacctg 1380 
ctgctgcagt acggctcctt ctgcacccag ctgaaccgcg ccctgtccgg catcgccgcc 1440 
galca^gacc gcScacccg cgaggtgttc gcccaggtga agcagatgta caagaccccc 1500 
accctlaagt acttcggcgg cttcaacttc gcccagatcc tgcccgaccc cctgaagccc 1560 
accaalcgct ccttcScS ggacctgctg ttcaacaagg tgaccctggc cgacgccggc 1620 
ttcatlaagc agtacggcga gtgcctgggc gacatcaacg cccgcgacct ^tctgcgcc 1680 
cagaagttca acggcctgac cgtgctgccc cccctgctga ccgacgacat gatcgccgcc 1740 
tacaccgccg ccctggtgtc cggcaccgcc accgccggct ggaccttcgg cgccggcgcc 1800 
gccctgcagl tccccttcgc catgcagatg gcctaccgct tcaacggcat cggcgtgacc 1860 
cagaacgtlc tgtacgagaa ccagaagcag atcgccaacc agttcaacaa ^gccatctcc 1920 
ca|atccagg agtccctgac caccacctcc accgccctgg gcaagctgca ggacgtggtg 1980 



14 



aaccagaacg cccaggccct gaacaccctg 
atctcctccg tgctgaacga catcctgtcc 
atcgaccgcc tgatcaccgg ccgcctgcag 
atccgcgccg ccgagatccg cgcctccgcc 
gtgctgggcc agtccaagcg cgtggacttc 
ccccaggccg ccccccacgg cgtggtgttc 
cgcaacttcg ccaccgcccc cgccatctgc 
ggcgtgttcg tgttcaacgg c 



gtgaagcagc tgtcctccaa cttcggcgcc 2040 
cgcctggaca aggtggaggc cgaggtgcag 2100 
tccctgcaga cctacgtgac ccagcagctg 2160 
aacctggccg ccaccaagat gtccgagtgc 2220 
tgcggcaagg gctaccacct gatgtccttc 2280 
ctgcacgtga cctacgtgcc ctcccaggag 234 0 
cacgagggca aggcctactt cccccgcgag 2400 



<210> 7 
<211> 807 
<212> PRT 

<213> SARS Coronavirus urbani 



Ala°val Asp Cys Ser Gin Asn Pro Leu Ala Glu Leu Lys Cys Ser Val 
1 5 10 15 

Lys Ser Phe Glu He Asp Lys Gly He Tyr Gin Thr Ser Asn Phe Arg 
20 25 30 

Val Val Pro Ser Gly Asp Val Val Arg Phe Pro Asn He Thr Asn Leu 



35 



40 



45 



Cvs Pro Phe Gly Glu Val Phe Asn Ala Thr Lys Phe Pro Ser Val Tyr 
50 ' 55 60 

Ala Trp Glu Arg Lys Lys He Ser Asn Cys Val Ala Asp Tyr Ser Val 
65 70 75 80 

Leu Tyr Asn Ser Thr Phe Phe Ser Thr Phe Lys Cys Tyr Gly Val Ser 
85 90 95 

Ala Thr Lys Leu Asn Asp Leu Cys Phe Ser Asn Val Tyr Ala Asp Ser 
100 105 HO 

Phe Val Val Lys Gly Asp Asp Val Arg Gin He Ala Pro Gly Gin Thr 



115 



120 I 25 



Gly Val He Ala Asp Tyr Asn Tyr Lys Leu Pro Asp Asp Phe Met Gly 
130 135 1« 

Cys Val Leu Ala Trp Asn Thr Arg Asn lie Asp Ala Thr Ser Thr Gly 
!4 5 150 155 I 60 



Asn Tyr Asn Tyr Lys Tyr Arg Tyr Leu Arg His Gly Lys Leu Arg Pro 



165 170 



Phe Glu Arg Asp He Ser Asn Val Pro Phe Ser Pro Asp Gly Lys Pro 
180 185 I 90 

Cys Thr Pro Pro Ala Leu Asn Cys Tyr Trp Pro Leu Asn Asp Tyr Gly 
195 200 205 



Phe Tyr 
210 



Thr Thr Thr Gly He Gly Tyr Gin Pro Tyr Arg Val Val Val 



215 220 



15 

Leu Ser Phe Glu Leu Leu Asn Ala Pro Ala Thr Val Cys Gly Pro Lys 
225 230 235 240 

Leu Ser Thr Asp Leu lie Lys Asn Gin Cys Val Asn Phe Asn Phe Asn 
245 250 255 

Gly Leu Thr Gly Thr Gly Val Leu Thr Pro Ser Ser Lys Arg Phe Gin 
260 265 270 

Pro Phe Gin Gin Phe Gly Arg Asp Val Ser Asp Phe Thr Asp Ser Val 
275 280 285 

Arg Asp Pro Lys Thr Ser Glu He Leu Asp He Ser Pro Cys Ser Phe 
290 295 300 

Gly Gly Val Ser Val He Thr Pro Gly Thr Asn Ala Ser Ser Glu Val 
305 1 310 315 320 

Ala Val Leu Tyr Gin Asp Val Asn Cys Thr Asp Val Ser Thr Ala He 
325 330 335 

His Ala Asp Gin Leu Thr Pro Ala Trp Arg He Tyr Ser Thr Gly Asn 
340 345 350 

Asn Val Phe Gin Thr Gin Ala Gly Cys Leu He Gly Ala Glu His Val 
355 360 365 

Asp Thr Ser Tyr Glu Cys Asp He Pro He Gly Ala Gly He Cys Ala 
370 375 380 

Ser Tyr His Thr Val Ser Leu Leu Arg Ser Thr Ser Gin Lys Ser He 
385 390 395 400 

Val Ala Tyr Thr Met Ser Leu Gly Ala Asp Ser Ser He Ala Tyr Ser 
405 410 415 

Asn Asn Thr He Ala He Pro Thr Asn Phe Ser He Ser He Thr Thr 
420 425 430 

Glu Val Met Pro Val Ser Met Ala Lys Thr Ser Val Asp Cys Asn Met 
435 440 445 

Tyr He Cys Gly Asp Ser Thr Glu Cys Ala Asn Leu Leu Leu Gin Tyr 
450 455 460 

Gly Ser Phe Cys Thr Gin Leu Asn Arg Ala Leu Ser Gly He Ala Ala 
465 ' 470 475 480 

Glu Gin Asp Arg Asn Thr Arg Glu Val Phe Ala Gin Val Lys Gin Met 
485 490 495 

Tyr Lys Thr Pro Thr Leu Lys Tyr Phe Gly Gly Phe Asn Phe Ser Gin 
500 505 510 

He Leu Pro Asp Pro Leu Lys Pro Thr Lys Arg Ser Phe He Glu Asp 
515 520 525 
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Leu Leu Phe Asn Lys Val Thr Leu Ala Asp Ala Gly Phe Met Lys Gin 
530 535 540 

Tvr Gly Glu Cys Leu Gly Asp He Asn Ala Arg Asp Leu He Cys Ala 
545 550 555 560 

Gin Lys Phe Asn Gly Leu Thr Val Leu Pro Pro Leu Leu Thr Asp Asp 
565 570 575 

Met He Ala Ala Tyr Thr Ala Ala Leu Val Ser Gly Thr Ala Thr Ala 
580 585 590 

Gly Trp Thr Phe Gly Ala Gly Ala Ala Leu Gin He Pro Phe Ala Met 
595 600 605 

Gin Met Ala Tyr Arg Phe Asn Gly He Gly Val Thr Gin Asn Val Leu 
610 615 620 

Tyr Glu Asn Gin Lys Gin He Ala Asn Gin Phe Asn Lys Ala He Ser 
,1- 630 635 640 



625 



Gin He Gin Glu Ser Leu Thr Thr Thr Ser Thr Ala Leu Gly Lys Leu 
645 650 655 

Gin Asp Val Val Asn Gin Asn Ala Gin Ala Leu Asn Thr Leu Val Lys 
660 665 670 

Gin Leu Ser Ser Asn Phe Gly Ala He Ser Ser Val Leu Asn Asp He 
675 680 685 

Leu Ser Arg Leu Asp Lys Val Glu Ala Glu Val Gin He Asp Arg Leu 
690 "* 695 700 

He Thr Gly Arg Leu Gin Ser Leu Gin Thr Tyr Val Thr Gin Gin Leu 
705 " 710 715 720 

He Arg Ala Ala Glu He Arg Ala Ser Ala Asn Leu Ala Ala Thr Lys 
725 730 735 

Met Ser Glu Cys Val Leu Gly Gin Ser Lys Arg Val Asp Phe Cys Gly 
740 745 750 

Lys Gly Tyr His Leu Met Ser Phe Pro Gin Ala Ala Pro His Gly Val 
755 760 765 

Val Phe Leu His Val Thr Tyr Val Pro Ser Gin Glu Arg Asn Phe Thr 
770 775 780 

Thr Ala Pro Ala He Cys His Glu Gly Lys Ala Tyr Phe Pro Arg Glu 
785 790 795 800 

Gly Val Phe Val Phe Asn Gly 
805 
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<210> 8 
<211> 248 
<212> PRT 

<213> SARS Coronavirus urbani 

<400> 8 _ „ _ 

Val Leu Tyr Asn Ser Ala Phe Phe Ser Thr Phe Lys Cys Tyr Gly Val 
15 10 15 

Ser Ala Thr Lys Leu Asn Asp Leu Cys Phe Ser Asn Val Tyr Ala Asp 
20 25 30 

Ser Phe Val Val Lys Gly Asp Asp Val Arg Gin He Ala Pro Gly Gin 
35 ' 40 45 

Thr Gly Val He Ala Asp Tyr Asn Tyr Lys Leu Pro Asp Asp Phe Met 
50 55 60 

Glv Cvs Val Leu Ala Trp Asn Thr Arg Asn He Asp Ala Thr Ser Thr 
6 5 70 75 80 

Gly Asn Tyr Asn Tyr Lys Tyr Arg Tyr Leu Arg His Gly Lys Leu Arg 
85 90 95 

Pro Phe Glu Arg Asp He Ser Asn Val Pro Phe Ser Pro Asp Gly Lys 
100 105 HO 

Pro Cys Thr Pro Pro Ala Leu Asn Cys Tyr Trp Pro Leu Asn Asp Tyr 
115 120 125 

Gly Phe Tyr Thr Thr Thr Gly He Gly Tyr Gin Pro Tyr Arg Val Val 
130 135 140 

Val Leu Ser Phe Glu Leu Leu Asn Ala Pro Ala Thr Val Cys Gly Pro 
145 150 155 160 

Lys Leu Ser Thr Asp Leu He Lys Asn Gin Cys Val Asn Phe Asn Phe 
165 170 175 

Asn Gly Leu Thr Gly Thr Gly Val Leu Thr Pro Ser Ser Lys Arg Phe 
180 185 190 

Gin Pro Phe Gin Gin Phe Gly Arg Asp Val Ser Asp Phe Thr Asp Ser 
195 200 205 

Val Arg Asp Pro Lys Thr Ser Glu He Leu Asp He Ser Pro Cys Ser 
210 215 220 



Phe Gly Gly Val 
225 

Val Ala Val Leu 



Ser Val He Thr 
230 

Tyr Gin Asp Val 
245 



Pro Gly Thr Asn 
235 



Ala Ala Ser Glu 
240 
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<210> 9 
<211> 278 
<212> PRT 

<213> SARS Coronavirus urbam 



A 4 la°Glu Gin Asp Arg Asn Thr Arg Glu Val Phe Ala Gin Val Lys Gin 

1 5 10 

Met Tyr Lys Thr Pro Thr Leu Lys Tyr Phe Gly Gly Phe Asn Phe Ala 
20 25 

Gin He Leu Pro Asp Pro Leu Lys Pro Thr Lys Arg Ser Phe He Glu 

35 40 45 

As p Leu Leu Phe Asn Lys Val Thr Leu Ala Asp Ala Gly Phe Met Lys 

Gin Tyr Gly Glu Cys Leu Gly Asp He Asn Ala Arg Asp Leu He Cys 

:hr 

85 



65 



70 



Ala Gin Lys Phe Asn Gly Leu Thr Val Leu Pro Pro Leu Leu Thr Asp 



Asp Met He Ala Ala Tyr Thr Ala Ala Leu Val Ser Gly Thr Ala Thr 

Ala Gly Trp Thr Phe Gly Ala Gly Ala Ala Leu Gin lie Pro Phe Ala 
115 120 125 

Met Gin Met Ala Tyr Arg Phe Asn Gly He Gly Val Thr Gin Asn Val 

130 135 140 

Leu Tyr Glu Asn Gin Lys Gin He Ala Asn Gin Phe Asn Lys Ala He 
145 150 155 

Ser Gin He Gin Glu Ser Leu Thr Thr Thr Ser Thr Ala Leu Gly Lys 

Leu Gin Asp Val Val Asn Gin Asn Ala Gin Ala Leu Asn Thr Leu Val 
180 I 85 190 

Lys Gin Leu Ser Ser Asn Phe Gly Ala He Ser Ser Val Leu Asn Asp 
195 200 205 

lie Leu Ser Arg Leu Asp Lys Val Glu Ala Glu Val Gin He Asp Arg 



210 



215 



220 



Leu lie Thr Gly Arg Leu Gin Ser Leu Gin Thr Tyr Val Thr Gin Gin 



225 



230 



L eu lie Arg Ala Ala Glu He Arg Ala Ser Ala Asn Leu Ala Ala Thr 
245 250 

Lys Met Ser Glu Cys Val Leu Gly Gin Ser Lys Arg Val Asp Phe Cys 

- - - 2 65 



260 
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Gly Lys Gly Tyr His Leu 
275 



<210> 10 
<211> 678 
<212> PRT 

<213> SARS Coronavirus urbani 
<400> 10 

Val Leu Tyr Asn Ser Ala Phe Phe Ser Thr Phe Lys Cys Tyr Gly Val 
15 10 15 

Ser Ala Thr Lys Leu Asn Asp Leu Cys Phe Ser Asn Val Tyr Ala Asp 
20 25 30 

Ser Phe Val Val Lys Gly Asp Asp Val Arg Gin lie Ala Pro Gly Gin 
35 40 45 

Thr Gly Val lie Ala Asp Tyr Asn Tyr Lys Leu Pro Asp Asp Phe Met 
50 55 60 

Gly Cys Val Leu Ala Trp Asn Thr Arg Asn lie Asp Ala Thr Ser Thr 
65 70 75 80 

Gly Asn Tyr Asn Tyr Lys Tyr Arg Tyr Leu Arg His Gly Lys Leu Arg 
85 90 95 

Pro Phe Glu Arg Asp lie Ser Asn Val Pro Phe Ser Pro Asp Gly Lys 
100 105 110 

Pro Cys Thr Pro Pro Ala Leu Asn Cys Tyr Trp Pro Leu Asn Asp Tyr 
115 120 125 

Gly Phe Tyr Thr Thr Thr Gly lie Gly Tyr Gin Pro Tyr Arg Val Val 
130 135 140 

Val Leu Ser Phe Glu Leu Leu Asn Ala Pro Ala Thr Val Cys Gly Pro 
145 150 155 160 

Lys Leu Ser Thr Asp Leu lie Lys Asn Gin Cys Val Asn Phe Asn Phe 
165 170 175 

Asn Gly Leu Thr Gly Thr Gly Val Leu Thr Pro Ser Ser Lys Arg Phe 
180 185 190 

Gin Pro Phe Gin Gin Phe Gly Arg Asp Val Ser Asp Phe Thr Asp Ser 
195 200 205 



Val Arg Asp Pro Lys Thr Ser Glu 
210 215 

Phe Gly Gly Val Ser Val lie Thr 
225 230 

Val Ala Val Leu Tyr Gin Asp Val 
245 



lie Leu Asp lie Ser Pro Cys Ser 
220 

Pro Gly Thr Asn Ala Ala Ser Glu 
235 240 

Ala Cys Thr Asp Val Ser Thr Ala 
250 255 



20 



He His Ala Asp Gin Leu Thr Pro Ala Trp Arg He Tyr Ser Thr Gly 
260 265 270 

Asn Asn Val Phe Gin Thr Gin Ala Gly Cys Leu He Gly Ala Glu His 
275 280 285 

Val Asp Thr Ser Tyr Glu Cys Asp He Pro He Gly Ala Gly He Cys 
290 295 300 

Ala Ser Tyr His Thr Val Ser Leu Leu Arg Ser Thr Ser Gin Lys Ser 
305 310 315 320 

He Val Ala Tyr Thr Met Ser Leu Gly Ala Asp Ser Ser He Ala Tyr 
325 330 335 

Ser Ala Asn Thr He Ala He Pro Thr Asn Phe Ala He Ser He Thr 
340 345 350 

Thr Glu Val Met Pro Val Ser Met Ala Lys Thr Ser Val Asp Cys Asn 
355 360 365 

Met Tyr He Cys Gly Asp Ser Thr Glu Cys Ala Asn Leu Leu Leu Gin 
370 375 380 

Tvr Gly Ser Phe Cys Thr Gin Leu Asn Arg Ala Leu Ser Gly He Ala 
,1. 390 395 400 



385 



Ala Glu Gin Asp Arg Asn Thr Arg Glu Val Phe Ala Gin Val Lys Gin 
405 410 415 

Met Tyr Lys Thr Pro Thr Leu Lys Tyr Phe Gly Gly Phe Asn Phe Ala 
420 425 430 

Gin He Leu Pro Asp Pro Leu Lys Pro Thr Lys Arg Ser Phe He Glu 
435 440 445 

Asp Leu Leu Phe Asn Lys Val Thr Leu Ala Asp Ala Gly Phe Met Lys 
450 455 460 



Gin Tyr Gly Glu Cys Leu Gly Asp He Asn Ala Arg Asp Leu He Cys 
465 470 475 480 

Ala Gin Lys Phe Asn Gly Leu Thr Val Leu Pro Pro Leu Leu Thr Asp 



485 



490 495 



Asp Met He Ala Ala Tyr Thr Ala Ala Leu Val Ser Gly Thr Ala Thr 
500 505 510 

Ala Gly Trp Thr Phe Gly Ala Gly Ala Ala Leu Gin He Pro Phe Ala 
515 520 525 

Met Gin Met Ala Tyr Arg Phe Asn Gly He Gly Val Thr Gin Asn Val 
530 535 540 



Leu Tyr Glu Asn Gin Lys 
545 



Gin He Ala Asn Gin Phe Asn Lys Ala He 
550 555 560 



21 

Ser Gin lie Gin Glu Ser Leu Thr Thr Thr Ser Thr Ala Leu Gly Lys 
565 570 575 

Leu Gin Asp Val Val Asn Gin Asn Ala Gin Ala Leu Asn Thr Leu Val 
580 585 590 

Lys Gin Leu Ser Ser Asn Phe Gly Ala He Ser Ser Val Leu Asn Asp 
595 600 605 

He Leu Ser Arg Leu Asp Lys Val Glu Ala Glu Val Gin He Asp Arg 
610 615 620 

Leu He Thr Gly Arg Leu Gin Ser Leu Gin Thr Tyr Val Thr Gin Gin 
625 630 635 640 

Leu He Arg Ala Ala Glu He Arg Ala Ser Ala Asn Leu Ala Ala Thr 
645 650 655 

Lys Met Ser Glu Cys Val Leu Gly Gin Ser Lys Arg Val Asp Phe Cys 
660 665 670 

Gly Lys Gly Tyr His Leu 
675 



<210> 11 
<211> 248 
<212> PRT 

<213> SARS Coronavirus urbani 



<400> 11 
Val Leu Tyr Asn 
1 

Ser Ala Thr Lys 
20 

Ser Phe Val Val 
35 

Thr Gly Val He 
50 

Gly Cys Val Leu 
65 

Gly Asn Tyr Asn 



Pro Phe Glu Arg 
100 

Pro Cys Thr Pro 
115 

Gly Phe Tyr Thr 
130 



Ser Thr Phe Phe 
5 

Leu Asn Asp Leu 



Lys Gly Asp Asp 
40 

Ala Asp Tyr Asn 
55 

Ala Trp Asn Thr 
70 

Tyr Lys Tyr Arg 
85 

Asp He Ser Asn 



Pro Ala Leu Asn 
120 

Thr Thr Gly He 
135 



Ser Thr Phe Lys 
10 

Cys Phe Ser Asn 
25 

Val Arg Gin He 



Tyr Lys Leu Pro 
60 

Arg Asn He Asp 
75 

Tyr Leu Arg His 
90 

Val Pro Phe Ser 
105 

Cys Tyr Trp Pro 



Gly Tyr Gin Pro 
14 0 



Cys Tyr Gly Val 
15 

Val Tyr Ala Asp 
30 

Ala Pro Gly Gin 
45 

Asp Asp Phe Met 



Ala Thr Ser Thr 
80 

Gly Lys Leu Arg 
95 

Pro Asp Gly Lys 
110 

Leu Asn Asp Tyr 
125 

Tyr Arg Val Val 



22 

Val Leu Ser Phe Glu Leu Leu Asn Ala Pro Ala Thr Val Cys Gly Pro 
145 150 155 160 

Lvs Leu Ser Thr Asp Leu He Lys Asn Gin Cys Val Asn Phe Asn Phe 
Y 165 170 175 

Asn Gly Leu Thr Gly Thr Gly Val Leu Thr Pro Ser Ser Lys Arg Phe 
180 185 190 

Gin Pro Phe Gin Gin Phe Gly Arg Asp Val Ser Asp Phe Thr Asp Ser 
195 200 205 

Val Arg Asp Pro Lys Thr Ser Glu He Leu Asp He Ser Pro Cys Ser 
210 215 220 

Phe Gly Gly Val Ser Val He Thr Pro Gly Thr Asn Ala Ser Ser Glu 
225 ' 230 235 240 

Val Ala Val Leu Tyr Gin Asp Val 
245 



<210> 12 
<211> 278 
<212> PRT 

<213> SARS Coronavirus urbani 
<400> 12 

Ala Glu Gin Asp Arg Asn Thr Arg Glu Val Phe Ala Gin Val Lys Gin 
1 5 10 15 

Met Tyr Lys Thr Pro Thr Leu Lys Tyr Phe Gly Gly Phe Asn Phe Ser 
20 25 30 

Gin He Leu Pro Asp Pro Leu Lys Pro Thr Lys Arg Ser Phe He Glu 
35 40 45 

Asp Leu Leu Phe Asn Lys Val Thr Leu Ala Asp Ala Gly Phe Met Lys 
50 55 60 

Gin Tyr Gly Glu Cys Leu Gly Asp He Asn Ala Arg Asp Leu He Cys 
65 ' 70 75 80 

Ala Gin Lys Phe Asn Gly Leu Thr Val Leu Pro Pro Leu Leu Thr Asp 
85 90 95 

Asp Met He Ala Ala Tyr Thr Ala Ala Leu Val Ser Gly Thr Ala Thr 
100 105 HO 

Ala Gly Trp Thr Phe Gly Ala Gly Ala Ala Leu Gin He Pro Phe Ala 
115 120 125 

Met Gin Met Ala Tyr Arg Phe Asn Gly He Gly Val Thr Gin Asn Val 
130 135 140 

Leu Tyr Glu Asn Gin Lys Gin He Ala Asn Gin Phe Asn Lys Ala He 
145 150 155 160 



23 



Ser Gin lie Gin 



Leu Gin Asp Val 
180 

Lys Gin Leu Ser 
195 

lie Leu Ser Arg 
210 

Leu lie Thr Gly 
225 

Leu lie Arg Ala 



Lys Met Ser Glu 
260 

Gly Lys Gly Tyr 
275 



Glu Ser Leu Thr 
165 

Val Asn Gin Asn 



Ser Asn Phe Gly 
200 

Leu Asp Lys Val 
215 

Arg Leu Gin Ser 
230 

Ala Glu lie Arg 
245 

Cys Val Leu Gly 



His Leu 



Thr Thr Ser Thr 
170 

Ala Gin Ala Leu 
185 

Ala lie Ser Ser 



Glu Ala Glu Val 
220 

Leu Gin Thr Tyr 
235 

Ala Ser Ala Asn 
250 

Gin Ser Lys Arg 
265 



Ala Leu Gly Lys 
175 

Asn Thr Leu Val 
190 

Val Leu Asn Asp 
205 

Gin lie Asp Arg 



Val Thr Gin Gin 
240 

Leu Ala Ala Thr 
255 

Val Asp Phe Cys 
270 



<210> 13 

<211> 678 

<212> PRT 

<213> SARS Coronavirus urbani 



<400> 13 
Val Leu Tyr Asn 
1 

Ser Ala Thr Lys 
20 

Ser Phe Val Val 
35 

Thr Gly Val lie 
50 

Gly Cys Val Leu 
65 

Gly Asn Tyr Asn 



Pro Phe Glu Arg 
100 

Pro Cys Thr Pro 
115 

Gly Phe Tyr Thr 
130 



Ser Thr Phe Phe 
5 

Leu Asn Asp Leu 



Lys Gly Asp Asp 
40 

Ala Asp Tyr Asn 
55 

Ala Trp Asn Thr 
70 

Tyr Lys Tyr Arg 
85 

Asp lie Ser Asn 



Pro Ala Leu Asn 
120 

Thr Thr Gly lie 
135 



Ser Thr Phe Lys 
10 

Cys Phe Ser Asn 
25 

Val Arg Gin lie 



Tyr Lys Leu Pro 
60 

Arg Asn lie Asp 
75 

Tyr Leu Arg His 
90 

Val Pro Phe Ser 
105 

Cys Tyr Trp Pro 



Gly Tyr Gin Pro 
140 



Cys Tyr Gly Val 
15 

Val Tyr Ala Asp 
30 

Ala Pro Gly Gin 
45 

Asp Asp Phe Met 



Ala Thr Ser Thr 
80 

Gly Lys Leu Arg 
95 

Pro Asp Gly Lys 
110 

Leu Asn Asp Tyr 
125 

Tyr Arg Val Val 
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val Leu Ser Phe Glu Leu Leu Asn Ala Pro Ala Thr Val Cys Gly Pro 
145 150 155 160 

Lys Leu Ser Thr Asp Leu lie Lys Asn Gin Cys Val Asn Phe Asn Phe 
165 170 175 

Asn Gly Leu Thr Gly Thr Gly Val Leu Thr Pro Ser Ser Lys Arg Phe 
180 185 190 

Gin Pro Phe Gin Gin Phe Gly Arg Asp Val Ser Asp Phe Thr Asp Ser 
195 200 205 

Val Arg Asp Pro Lys Thr Ser Glu lie Leu Asp lie Ser Pro Cys Ser 
210 215 220 

Phe Gly Gly Val Ser Val lie Thr Pro Gly Thr Asn Ala Ser Ser Glu 
225 230 235 240 

Val Ala Val Leu Tyr Gin Asp Val Asn Cys Thr Asp Val Ser Thr Ala 
245 250 255 

He His Ala Asp Gin Leu Thr Pro Ala Trp Arg He Tyr Ser Thr Gly 
260 265 270 

Asn Asn Val Phe Gin Thr Gin Ala Gly Cys Leu He Gly Ala Glu His 
275 280 285 

Val Asp Thr Ser Tyr Glu Cys Asp lie Pro He Gly Ala Gly He Cys 
290 295 300 

Ala Ser Tyr His Thr Val Ser Leu Leu Arg Ser Thr Ser Gin Lys Ser 
305 310 315 320 

He Val Ala Tyr Thr Met Ser Leu Gly Ala Asp Ser Ser He Ala Tyr 
325 330 335 

Ser Asn Asn Thr He Ala He Pro Thr Asn Phe Ser He Ser He Thr 
340 345 350 

Thr Glu Val Met Pro Val Ser Met Ala Lys Thr Ser Val Asp Cys Asn 
355 360 365 

Met Tyr He Cys Gly Asp Ser Thr Glu Cys Ala Asn Leu Leu Leu Gin 
370 375 380 

Tyr Gly Ser Phe Cys Thr Gin Leu Asn Arg Ala Leu Ser Gly He Ala 
385 ' 390 395 400 

Ala Glu Gin Asp Arg Asn Thr Arg Glu Val Phe Ala Gin Val Lys Gin 
405 410 415 

Met Tyr Lys Thr Pro Thr Leu Lys Tyr Phe Gly Gly Phe Asn Phe Ser 
420 425 430 



Gin He Leu Pro Asp Pro Leu Lys Pro Thr Lys Arg Ser Phe He Glu 
435 440 445 
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Asp Leu Leu Phe Asn Lys Val Thr Leu Ala Asp Ala Gly Phe Met Lys 
450 455 460 

Gin Tyr Gly Glu Cys Leu Gly Asp lie Asn Ala Arg Asp Leu He Cys 
465 470 475 480 

Ala Gin Lys Phe Asn Gly Leu Thr Val Leu Pro Pro Leu Leu Thr Asp 
485 490 495 

Asp Met He Ala Ala Tyr Thr Ala Ala Leu Val Ser Gly Thr Ala Thr 
500 505 510 

Ala Gly Trp Thr Phe Gly Ala Gly Ala Ala Leu Gin He Pro Phe Ala 
515 520 525 

Met Gin Met Ala Tyr Arg Phe Asn Gly He Gly Val Thr Gin Asn Val 
530 535 540 

Leu Tyr Glu Asn Gin Lys Gin He Ala Asn Gin Phe Asn Lys Ala He 
545 550 555 560 

Ser Gin He Gin Glu Ser Leu Thr Thr Thr Ser Thr Ala Leu Gly Lys 
565 570 575 

Leu Gin Asp Val Val Asn Gin Asn Ala Gin Ala Leu Asn Thr Leu Val 
580 585 590 

Lys Gin Leu Ser Ser Asn Phe Gly Ala He Ser Ser Val Leu Asn Asp 
595 600 605 

He Leu Ser Arg Leu Asp Lys Val Glu Ala Glu Val Gin He Asp Arg 
610 615 620 

Leu He Thr Gly Arg Leu Gin Ser Leu Gin Thr Tyr Val Thr Gin Gin 
625 630 635 640 

Leu He Arg Ala Ala Glu He Arg Ala Ser Ala Asn Leu Ala Ala Thr 
645 650 655 

Lys Met Ser Glu Cys Val Leu Gly Gin Ser Lys Arg Val Asp Phe Cys 
660 665 670 

Gly Lys Gly Tyr His Leu 
675 



<210> 14 
<211> 757 
<212> PRT 

<213> SARS Coronavirus urbani 
<400> 14 

Ala Val Asp Cys Ser Gin Asn Pro Leu Ala Glu Leu Lys Cys Ser Val 
15 10 15 

Lys Ser Phe Glu He Asp Lys Gly He Tyr Gin Thr Ser Asn Phe Arg 
20 25 30 
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Val Val Pro Ser Gly Asp Val Val Arg Phe Pro Asn lie Thr Asn Leu 
35 40 45 

Cys Pro Phe Gly Glu Val Phe Asn Ala Thr Lys Phe Pro Ser Val Tyr 
50 55 60 

Ala Trp Glu Arg Lys Lys lie Ser Asn Cys Val Ala Asp Tyr Ser Val 
65 70 75 80 

Leu Tyr Asn Ser Thr Phe Phe Ser Thr Phe Lys Cys Tyr Gly Val Ser 
85 90 95 

Ala Thr Lys Leu Asn Asp Leu Cys Phe Ser Asn Val Tyr Ala Asp Ser 
100 105 110 

Phe Val Val Lys Gly Asp Asp Val Arg Gin lie Ala Pro Gly Gin Thr 
115 120 125 

Gly Val lie Ala Asp Tyr Asn Tyr Lys Leu Pro Asp Asp Phe Met Gly 
130 135 140 

Cys Val Leu Ala Trp Asn Thr Arg Asn lie Asp Ala Thr Ser Thr Gly 
145 150 155 160 

Asn Tyr Asn Tyr Lys Tyr Arg Tyr Leu Arg His Gly Lys Leu Arg Pro 
165 170 175 

Phe Glu Arg Asp lie Ser Asn Val Pro Phe Ser Pro Asp Gly Lys Pro 
180 185 190 

Cys Thr Pro Pro Ala Leu Asn Cys Tyr Trp Pro Leu Asn Asp Tyr Gly 
195 200 205 

Phe Tyr Thr Thr Thr Gly lie Gly Tyr Gin Pro Tyr Arg Val Val Val 
210 215 220 

Leu Ser Phe Glu Leu Leu Asn Ala Pro Ala Thr Val Cys Gly Pro Lys 
225 230 235 240 

Leu Ser Thr Asp Leu lie Lys Asn Gin Cys Val Asn Phe Asn Phe Asn 
245 250 255 



Gly Leu Thr Gly 
260 

Pro Phe Gin Gin 
275 

Arg Asp Pro Lys 
290 

Gly Gly Val Ser 
305 

Ala Val Leu Tyr 



Thr Gly Val Leu 



Phe Gly Arg Asp 
280 

Thr Ser Glu lie 
295 

Val lie Thr Pro 
310 

Gin Asp Val Asn 
325 



Thr Pro Ser Ser 
265 

Val Ser Asp Phe 



Leu Asp lie Ser 
300 

Gly Thr Asn Ala 
315 

Cys Thr Asp Val 
330 



Lys Arg Phe Gin 
270 

Thr Asp Ser Val 
285 

Pro Cys Ser Phe 



Ser Ser Glu Val 
320 

Ser Thr Ala lie 
335 
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His Ala Asp Gin Leu Thr Pro Ala Trp Arg He Tyr Ser Thr Gly Asn 
340 345 350 

Asn Val Phe Gin Thr Gin Ala Gly Cys Leu He Gly Ala Glu His Val 
355 360 365 

Asp Thr Ser Tyr Glu Cys Asp He Pro He Gly Ala Gly He Cys Ala 
370 375 380 

Ser Tyr His Thr Val Ser Leu Leu Arg Ser Thr Ser Gin Lys Ser He 
385 390 395 400 

Val Ala Tyr Thr Met Ser Leu Gly Ala Asp Ser Ser He Ala Tyr Ser 
405 410 415 

Asn Asn Thr He Ala He Pro Thr Asn Phe Ser He Ser He Thr Thr 
420 425 430 

Glu Val Met Pro Val Ser Met Ala Lys Thr Ser Val Asp Cys Asn Met 
435 440 445 

Tyr He Cys Gly Asp Ser Thr Glu Cys Ala Asn Leu Leu Leu Gin Tyr 
450 455 460 

Gly Ser Phe Cys Thr Gin Leu Asn Arg Ala Leu Ser Gly He Ala Ala 
465 470 475 480 

Glu Gin Asp Arg Asn Thr Arg Glu Val Phe Ala Gin Val Lys Gin Met 
485 490 495 

Tyr Lys Thr Pro Thr Leu Lys Tyr Phe Gly Gly Phe Asn Phe Ser Gin 
500 505 510 

He Leu Pro Asp Pro Leu Lys Pro Thr Lys Arg Ser Phe He Glu Asp 
515 520 525 

Leu Leu Phe Asn Lys Val Thr Leu Ala Asp Ala Gly Phe Met Lys Gin 
530 535 540 

Tyr Gly Glu Cys Leu Gly Asp He Asn Ala Arg Asp Leu He Cys Ala 
545 550 555 560 

Gin Lys Phe Asn Gly Leu Thr Val Leu Pro Pro Leu Leu Thr Asp Asp 
565 570 575 

Met He Ala Ala Tyr Thr Ala Ala Leu Val Ser Gly Thr Ala Thr Ala 
580 585 590 

Gly Trp Thr Phe Gly Ala Gly Ala Ala Leu Gin He Pro Phe Ala Met 
595 600 605 

Gin Met Ala Tyr Arg Phe Asn Gly He Gly Val Thr Gin Asn Val Leu 
610 615 620 

Tyr Glu Asn Gin Lys Gin He Ala Asn Gin Phe Asn Lys Ala He Ser 
625 630 635 640 
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Gin He Gin Glu 



Gin Asp Val Val 
660 

Gin Leu Ser Ser 
675 

Leu Ser Arg Leu 
690 

He Thr Gly Arg 
705 

He Arg Ala Ala 



Met Ser Glu Cys 
740 

Lys Gly Tyr His 
755 



Ser Leu Thr Thr 
645 

Asn Gin Asn Ala 



Asn Phe Gly Ala 
680 

Asp Lys Val Glu 
695 

Leu Gin Ser Leu 
710 

Glu He Arg Ala 
725 

Val Leu Gly Gin 



Leu 



Thr Ser Thr Ala 
650 

Gin Ala Leu Asn 
665 

He Ser Ser Val 



Ala Glu Val Gin 
700 

Gin Thr Tyr Val 
715 

Ser Ala Asn Leu 
730 

Ser Lys Arg Val 
745 



Leu Gly Lys Leu 
655 

Thr Leu Val Lys 
670 

Leu Asn Asp He 
685 

He Asp Arg Leu 



Thr Gin Gin Leu 
720 

Ala Ala Thr Lys 
735 

Asp Phe Cys Gly 
750 



<210> 15 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 15 

tcgctcgaga aaagagtgct ctacaactca gcattt 



<210> 16 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 16 

atctctagat taaacatctt gatatagaac age 



<210> 17 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 17 

tcgctcgaga aaagagctga acaggatcgc aacaca 3 6 



<210> 18 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 18 

atctctagat taaaggtggt agccctttcc 



<210> 19 
<211> 2421 
<212> DNA 

<213> SARS Coronavirus urbani 
<400> 19 

gccgtggact gctcccagaa cccactggcc 
atcgacaagg gcatctacca gacctccaac 
cgcttcccaa acatcgccaa cctgtgccca 
ccatccgtgt acgcctggga gcgcaagaag 
ctgtacaact ccgccttctt ctccaccttc 
aacgacctgt gcttctccaa cgtgtacgcc 
cgccagatcg ccccaggcca gaccggcgtg 
gacttcatgg gctgcgtgct ggcctggaac 
aactacaact acaagtaccg ctacctgcgc 
atctccaacg tgccattctc cccagacggc 
tactggccac tgaacgacta cggcttctac 
cgcgtggtgg tgctgtcctt cgagctgctg 
ctgtccaccg acctgatcaa gaaccagtgc 
accggcgtgc tgaccccatc ctccaagcgc 
gtgtccgact tcaccgactc cgtgcgcgac 
ccatgctcct tcggcggcgt gtccgtgatc 
gccgtgctgt accaggacgt ggcctgcacc 
ctgaccccag cctggcgcat ctactccacc 
tgcctgatcg gcgccgagca cgtggacacc 
ggcatctgcg cctcctacca caccgtgtcc 
gtggcctaca ccatgtccct gggcgccgac 
gccatcccaa ccaacttcgc catctccatc 
aagacctccg tggactgcaa catgtacatc 
ctgctgcagt acggctcctt ctgcacccag 
gagcaggacc gcaacacccg cgaggtgttc 
accctgaagt acttcggcgg cttcaacttc 
accaagcgct ccttcatcga ggacctgctg 
ttcatgaagc agtacggcga gtgcctgggc 
cagaagttca acggcctgac cgtgctgcca 
tacaccgccg ccctggtgtc cggcaccgcc 
gccctgcaga tcccattcgc catgcagatg 



gagctgaagt gctccgtgaa gtccttcgag 60 
ttccgcgtgg tgccatccgg cgacgtggtg 120 
ttcggcgagg tgttcgccgc caccaagttc 180 
atctccaact gcgtggccga ctactccgtg 240 
aagtgctacg gcgtgtccgc caccaagctg 300 
gactccttcg tggtgaaggg cgacgacgtg 360 
atcgccgact acaactacaa gctgccagac 420 
acccgcaaca tcgacgccac ctccaccggc 480 
cacggcaagc tgcgcccatt cgagcgcgac 54 0 
aagccatgca ccccaccagc cctgaactgc 600 
accaccaccg gcatcggcta ccagccatac 660 
aacgccccag ccaccgtgtg cggcccaaag 720 
gtgaacttca acttcaacgg cctgaccggc 780 
ttccagccat tccagcagtt cggccgcgac 840 
ccaaagacct ccgagatcct ggacatctcc 900 
accccaggca ccaacgccgc ctccgaggtg 960 
gacgtgtcca ccgccatcca cgccgaccag 1020 
ggcaacaacg tgttccagac ccaggccggc 1080 
tcctacgagt gcgacatccc aatcggcgcc 1140 
ctgctgcgct ccacctccca gaagtccatc 1200 
tcctccatcg cctactccgc caacaccatc 1260 
accaccgagg tgatgccagt gtccatggcc 1320 
tgcggcgact ccaccgagtg cgccaacctg 13 80 
ctgaaccgcg ccctgtccgg catcgccgcc 1440 
gcccaggtga agcagatgta caagacccca 1500 
gcccagatcc tgccagaccc actgaagcca 1560 
ttcaacaagg tgaccctggc cgacgccggc 1620 
gacatcaacg cccgcgacct gatctgcgcc 1680 
ccactgctga ccgacgacat gatcgccgcc 1740 
accgccggct ggaccttcgg cgccggcgcc 1800 
gcctaccgct tcaacggcat cggcgtgacc 1860 
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cagaacgtgc tgtacgagaa ccagaagcag 
cagatccagg agtccctgac caccacctcc 
aaccagaacg cccaggccct gaacaccctg 
atctcctccg tgctgaacga catcctgtcc 
atcgaccgcc tgatcaccgg ccgcctgcag 
atccgcgccg ccgagatccg cgcctccgcc 
gtgctgggcc agtccaagcg cgtggacttc 
ccacaggccg ccccacacgg cgtggtgttc 
cgcaacttcg ccaccgcccc agccatctgc 
ggcgtgttcg tgttcaacgg c 



atcgccaacc agttcaacaa ggccatctcc 1920 
accgccctgg gcaagctgca ggacgtggtg 1980 
gtgaagcagc tgtcctccaa cttcggcgcc 2040 
cgcctggaca aggtggaggc cgaggtgcag 2100 
tccctgcaga cctacgtgac ccagcagctg 2160 
aacctggccg ccaccaagat gtccgagtgc 2220 
tgcggcaagg gctaccacct gatgtccttc 2280 
ctgcacgtga cctacgtgcc atcccaggag 234 0 
cacgagggca aggcctactt cccacgcgag 2400 

2421 



<210> 20 

<211> 807 

<212> PRT 

<213> SARS Coronavirus urbani 

<400> 20 

Ala Val Asp Cys Ser Gin Asn Pro Leu Ala Glu Leu Lys Cys Ser Val 
1 5 10 15 

Lys Ser Phe Glu He Asp Lys Gly He Tyr Gin Thr Ser Asn Phe Arg 
20 25 30 

Val Val Pro Ser Gly Asp Val Val Arg Phe Pro Asn He Ala Asn Leu 
35 40 45 

Cys Pro Phe Gly Glu Val Phe Ala Ala Thr Lys Phe Pro Ser Val Tyr 
50 55 60 

Ala Trp Glu Arg Lys Lys He Ser Asn Cys Val Ala Asp Tyr Ser Val 
65 70 75 80 

Leu Tyr Asn Ser Ala Phe Phe Ser Thr Phe Lys Cys Tyr Gly Val Ser 
85 90 95 

Ala Thr Lys Leu Asn Asp Leu Cys Phe Ser Asn Val Tyr Ala Asp Ser 
100 105 HO 

Phe Val Val Lys Gly Asp Asp Val Arg Gin He Ala Pro Gly Gin Thr 
115 120 125 

Gly Val He Ala Asp Tyr Asn Tyr Lys Leu Pro Asp Asp Phe Met Gly 
130 135 140 

Cys Val Leu Ala Trp Asn Thr Arg Asn He Asp Ala Thr Ser Thr Gly 
145 150 155 160 

Asn Tyr Asn Tyr Lys Tyr Arg Tyr Leu Arg His Gly Lys Leu Arg Pro 
165 170 175 

Phe Glu Arg Asp He Ser Asn Val Pro Phe Ser Pro Asp Gly Lys Pro 
180 185 190 



Cys Thr Pro Pro Ala Leu Asn Cys Tyr Trp Pro Leu Asn Asp Tyr Gly 
195 200 205 
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Phe Tyr Thr Thr Thr Gly He Gly Tyr Gin Pro Tyr Arg Val Val Val 
210 215 220 

Leu Ser Phe Glu Leu Leu Asn Ala Pro Ala Thr Val Cys Gly Pro Lys 
225 230 235 240 

Leu Ser Thr Asp Leu He Lys Asn Gin Cys Val Asn Phe Asn Phe Asn 
245 250 255 

Gly Leu Thr Gly Thr Gly Val Leu Thr Pro Ser Ser Lys Arg Phe Gin 
260 265 270 

Pro Phe Gin Gin Phe Gly Arg Asp Val Ser Asp Phe Thr Asp Ser Val 
275 280 285 

Arg Asp Pro Lys Thr Ser Glu He Leu Asp He Ser Pro Cys Ser Phe 
290 295 300 

Gly Gly Val Ser Val He Thr Pro Gly Thr Asn Ala Ala Ser Glu Val 
305 310 315 320 

Ala Val Leu Tyr Gin Asp Val Ala Cys Thr Asp Val Ser Thr Ala He 
325 330 335 

His Ala Asp Gin Leu Thr Pro Ala Trp Arg He Tyr Ser Thr Gly Asn 
340 345 350 

Asn Val Phe Gin Thr Gin Ala Gly Cys Leu He Gly Ala Glu His Val 
355 360 365 

Asp Thr Ser Tyr Glu Cys Asp He Pro He Gly Ala Gly He Cys Ala 
370 375 380 

Ser Tyr His Thr Val Ser Leu Leu Arg Ser Thr Ser Gin Lys Ser He 
385 390 395 400 

Val Ala Tyr Thr Met Ser Leu Gly Ala Asp Ser Ser He Ala Tyr Ser 
405 410 415 

Ala Asn Thr He Ala He Pro Thr Asn Phe Ala He Ser He Thr Thr 
420 425 430 

Glu Val Met Pro Val Ser Met Ala Lys Thr Ser Val Asp Cys Asn Met 
435 440 445 

Tyr He Cys Gly Asp Ser Thr Glu Cys Ala Asn Leu Leu Leu Gin Tyr 
450 455 460 

Gly Ser Phe Cys Thr Gin Leu Asn Arg Ala Leu Ser Gly He Ala Ala 
465 470 475 480 

Glu Gin Asp Arg Asn Thr Arg Glu Val Phe Ala Gin Val Lys Gin Met 
485 490 495 



Tyr Lys Thr Pro Thr Leu Lys Tyr Phe Gly Gly Phe Asn Phe Ala Gin 
500 505 510 
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lie Leu Pro Asp Pro Leu Lys Pro Thr Lys Arg Ser Phe lie Glu Asp 
515 520 525 

Leu Leu Phe Asn Lys Val Thr Leu Ala Asp Ala Gly Phe Met Lys Gin 
530 535 540 

Tyr Gly Glu Cys Leu Gly Asp lie Asn Ala Arg Asp Leu lie Cys Ala 
545 550 555 560 

Gin Lys Phe Asn Gly Leu Thr Val Leu Pro Pro Leu Leu Thr Asp Asp 
565 570 575 

Met He Ala Ala Tyr Thr Ala Ala Leu Val Ser Gly Thr Ala Thr Ala 
580 585 590 

Gly Trp Thr Phe Gly Ala Gly Ala Ala Leu Gin He Pro Phe Ala Met 
595 600 605 

Gin Met Ala Tyr Arg Phe Asn Gly He Gly Val Thr Gin Asn Val Leu 
610 615 620 

Tyr Glu Asn Gin Lys Gin He Ala Asn Gin Phe Asn Lys Ala He Ser 
625 630 635 640 

Gin He Gin Glu Ser Leu Thr Thr Thr Ser Thr Ala Leu Gly Lys Leu 
645 650 655 

Gin Asp Val Val Asn Gin Asn Ala Gin Ala Leu Asn Thr Leu Val Lys 
660 665 670 

Gin Leu Ser Ser Asn Phe Gly Ala He Ser Ser Val Leu Asn Asp He 
675 680 685 

Leu Ser Arg Leu Asp Lys Val Glu Ala Glu Val Gin He Asp Arg Leu 
690 695 700 

He Thr Gly Arg Leu Gin Ser Leu Gin Thr Tyr Val Thr Gin Gin Leu 
705 710 715 720 

He Arg Ala Ala Glu He Arg Ala Ser Ala Asn Leu Ala Ala Thr Lys 
725 730 735 

Met Ser Glu Cys Val Leu Gly Gin Ser Lys Arg Val Asp Phe Cys Gly 
740 745 750 

Lys Gly Tyr His Leu Met Ser Phe Pro Gin Ala Ala Pro His Gly Val 
755 760 765 

Val Phe Leu His Val Thr Tyr Val Pro Ser Gin Glu Arg Asn Phe Ala 
770 775 780 

Thr Ala Pro Ala He Cys His Glu Gly Lys Ala Tyr Phe Pro Arg Glu 
785 790 795 800 



Gly Val Phe Val Phe Asn Gly 
805 
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<210> 21 

<211> 744 

<212> DNA 

<213> SARS Coronavirus urbani 



<400> 21 

gtgctgtaca 

ctgaacgacc 

gtgcgccaga 

gacgacttca 

ggcaactaca 

gacatctcca 

tgctactggc 

taccgcgtgg 

aagctgtcca 

ggcaccggcg 

gacgtgtccg 

tccccatgct 

gtggccgtgc 



actccgcctt 
tgtgcttctc 
tcgccccagg 

tgggctgcgt 

actacaagta 
acgtgccatt 
cactgaacga 
tggtgctgtc 
ccgacctgat 
tgctgacccc 
acttcaccga 
ccttcggcgg 
tgtaccagga 



cttctccacc 
caacgtgtac 
ccagaccggc 
gctggcctgg 
ccgctacctg 
ctccccagac 
ctacggcttc 
cttcgagctg 
caagaaccag 
atcctccaag 
ctccgtgcgc 
cgtgtccgtg 
cgtg 



ttcaagtgct 
gccgactcct 
gtgatcgccg 
aacacccgca 
cgccacggca 
ggcaagccat 
tacaccacca 
ctgaacgccc 
tgcgtgaact 
cgcttccagc 
gacccaaaga 
atcaccccag 



acggcgtgtc 
tcgtggtgaa 
actacaacta 
acatcgacgc 
agctgcgccc 
gcaccccacc 
ccggcatcgg 
cagccaccgt 
tcaacttcaa 
cattccagca 
cctccgagat 
gcaccaacgc 



cgccaccaag 
gggcgacgac 
caagctgcca 
cacctccacc 
at tcgagcgc 
agccctgaac 
ctaccagcca 
gtgcggccca 
cggcctgacc 
gttcggccgc 
cctggacatc 
cgcctccgag 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

744 



<210> 22 
<211> 248 
<212> PRT 

<213> SARS Coronavirus urbani 
<400> 22 

Val Leu Tyr Asn Ser Ala Phe Phe Ser Thr Phe Lys Cys Tyr Gly Val 
15 10 15 

Ser Ala Thr Lys Leu Asn Asp Leu Cys Phe Ser Asn Val Tyr Ala Asp 
20 25 30 

Ser Phe Val Val Lys Gly Asp Asp Val Arg Gin lie Ala Pro Gly Gin 
35 40 45 

Thr Gly Val lie Ala Asp Tyr Asn Tyr Lys Leu Pro Asp Asp Phe Met 
50 55 60 

Gly Cys Val Leu Ala Trp Asn Thr Arg Asn lie Asp Ala Thr Ser Thr 
65 70 75 80 

Gly Asn Tyr Asn Tyr Lys Tyr Arg Tyr Leu Arg His Gly Lys Leu Arg 
85 90 95 

Pro Phe Glu Arg Asp lie Ser Asn Val Pro Phe Ser Pro Asp Gly Lys 
100 105 110 

Pro Cys Thr Pro Pro Ala Leu Asn Cys Tyr Trp Pro Leu Asn Asp Tyr 
115 120 125 

Gly Phe Tyr Thr Thr Thr Gly lie Gly Tyr Gin Pro Tyr Arg Val Val 
130 135 140 



Val Leu Ser Phe Glu Leu Leu Asn Ala Pro Ala Thr Val Cys Gly Pro 
145 150 155 160 
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Lys Leu Ser Thr Asp 
165 

Asn Gly Leu Thr Gly 
180 

Gin Pro Phe Gin Gin 
195 

Val Arg Asp Pro Lys 
210 

Phe Gly Gly Val Ser 
225 

Val Ala Val Leu Tyr 
245 



Leu He Lys Asn Gin 
170 

Thr Gly Val Leu Thr 
185 

Phe Gly Arg Asp Val 
200 

Thr Ser Glu He Leu 
215 

Val He Thr Pro Gly 
230 

Gin Asp Val 



Cys Val Asn Phe Asn Phe 
175 

Pro Ser Ser Lys Arg Phe 
190 

Ser Asp Phe Thr Asp Ser 
205 

Asp lie Ser Pro Cys Ser 
220 

Thr Asn Ala Ala Ser Glu 
235 240 



<210> 23 

<211> 834 

<212> DNA 

<213> SARS Coronavirus urbani 



<400> 23 

gccgagcagg accgcaacac 
ccaaccctga agtacttcgg 
ccaaccaagc gctccttcat 
ggcttcatga agcagtacgg 
gcccagaagt tcaacggcct 
gcctacaccg ccgccctggt 
gccgccctgc agatcccatt 
acccagaacg tgctgtacga 
tcccagatcc aggagtccct 
gtgaaccaga acgcccaggc 
gccatctcct ccgtgctgaa 
cagatcgacc gcctgatcac 
ctgatccgcg ccgccgagat 
tgcgtgctgg gccagtccaa 



ccgcgaggtg ttcgcccagg 
cggcttcaac ttcgcccaga 
cgaggacctg ctgttcaaca 
cgagtgcctg ggcgacatca 
gaccgtgctg ccaccactgc 
gtccggcacc gccaccgccg 
cgccatgcag atggcctacc 
gaaccagaag cagatcgcca 
gaccaccacc tccaccgccc 
cctgaacacc ctggtgaagc 
cgacatcctg tcccgcctgg 
cggccgcctg cagtccctgc 
ccgcgcctcc gccaacctgg 
gcgcgtggac ttctgcggca 



tgaagcagat gtacaagacc 60 
tcctgccaga cccactgaag 120 
aggtgaccct ggccgacgcc 180 
acgcccgcga cctgatctgc 240 
tgaccgacga catgatcgcc 3 00 
gctggacctt cggcgccggc 360 
gcttcaacgg catcggcgtg 420 
accagttcaa caaggccatc 480 
tgggcaagct gcaggacgtg 540 
agctgtcctc caacttcggc 600 
acaaggtgga ggccgaggtg 660 
agacctacgt gacccagcag 720 
ccgccaccaa gatgtccgag 780 
agggctacca cctg 834 



<210> 24 
<211> 278 
<212> PRT 

<213> SARS Coronavirus urbani 
<400> 24 

Ala Glu Gin Asp Arg Asn Thr Arg Glu Val Phe Ala Gin Val Lys Gin 
15 10 15 

Met Tyr Lys Thr Pro Thr Leu Lys Tyr Phe Gly Gly Phe Asn Phe Ala 
20 25 30 

Gin He Leu Pro Asp Pro Leu Lys Pro Thr Lys Arg Ser Phe He Glu 
35 40 45 

Asp Leu Leu Phe Asn Lys Val Thr Leu Ala Asp Ala Gly Phe Met Lys 
50 55 60 
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Gin Tyr Gly Glu Cys Leu Gly Asp lie Asn Ala Arg Asp Leu He Cys 
65 70 75 80 

Ala Gin Lys Phe Asn Gly Leu Thr Val Leu Pro Pro Leu Leu Thr Asp 
85 90 95 

Asp Met He Ala Ala Tyr Thr Ala Ala Leu Val Ser Gly Thr Ala Thr 
100 105 HO 

Ala Gly Trp Thr Phe Gly Ala Gly Ala Ala Leu Gin He Pro Phe Ala 
115 120 125 

Met Gin Met Ala Tyr Arg Phe Asn Gly He Gly Val Thr Gin Asn Val 
130 135 140 

Leu Tyr Glu Asn Gin Lys Gin He Ala Asn Gin Phe Asn Lys Ala He 
145 150 155 160 

Ser Gin He Gin Glu Ser Leu Thr Thr Thr Ser Thr Ala Leu Gly Lys 
165 170 175 

Leu Gin Asp Val Val Asn Gin Asn Ala Gin Ala Leu Asn Thr Leu Val 
180 185 190 

Lys Gin Leu Ser Ser Asn Phe Gly Ala He Ser Ser Val Leu Asn Asp 
195 200 205 

He Leu Ser Arg Leu Asp Lys Val Glu Ala Glu Val Gin He Asp Arg 
210 215 220 

Leu He Thr Gly Arg Leu Gin Ser Leu Gin Thr Tyr Val Thr Gin Gin 
225 230 235 240 

Leu He Arg Ala Ala Glu He Arg Ala Ser Ala Asn Leu Ala Ala Thr 
245 250 255 

Lys Met Ser Glu Cys Val Leu Gly Gin Ser Lys Arg Val Asp Phe Cys 
260 265 270 

Gly Lys Gly Tyr His Leu 
275 



<210> 25 
<211> 2034 
<212> DNA 

<213> SARS Coronavirus urbani 
<400> 25 

gtgctgtaca actccgcctt cttctccacc 
ctgaacgacc tgtgcttctc caacgtgtac 
gtgcgccaga tcgccccagg ccagaccggc 
gacgacttca tgggctgcgt gctggcctgg 
ggcaactaca actacaagta ccgctacctg 
gacatctcca acgtgccatt ctccccagac 
tgctactggc cactgaacga ctacggcttc 
taccgcgtgg tggtgctgtc cttcgagctg 



ttcaagtgct acggcgtgtc cgccaccaag 60 
gccgactcct tcgtggtgaa gggcgacgac 120 
gtgatcgccg actacaacta caagctgcca 180 
aacacccgca acatcgacgc cacctccacc 240 
cgccacggca agctgcgccc attcgagcgc 300 
ggcaagccat gcaccccacc agccctgaac 360 
tacaccacca ccggcatcgg ctaccagcca 420 
ctgaacgccc cagccaccgt gtgcggccca 480 
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aagctgtcca ccgacctgat caagaaccag 
ggcaccggcg tgctgacccc atcctccaag 
gacgtgtccg acttcaccga ctccgtgcgc 
tccccatgct ccttcggcgg cgtgtccgtg 
gtggccgtgc tgtaccagga cgtggcctgc 
cagctgaccc cagcctggcg catctactcc 
ggctgcctga tcggcgccga gcacgtggac 
gccggcatct gcgcctccta ccacaccgtg 
atcgtggcct acaccatgtc cctgggcgcc 
atcgccatcc caaccaactt cgccatctcc 
gccaagacct ccgtggactg caacatgtac 
ctgctgctgc agtacggctc cttctgcacc 
gccgagcagg accgcaacac ccgcgaggtg 
ccaaccctga agtacttcgg cggcttcaac 
ccaaccaagc gctccttcat cgaggacctg 
ggcttcatga agcagtacgg cgagtgcctg 
gcccagaagt tcaacggcct gaccgtgctg 
gcctacaccg ccgccctggt gtccggcacc 
gccgccctgc agatcccatt cgccatgcag 
acccagaacg tgctgtacga gaaccagaag 
tcccagatcc aggagtccct gaccaccacc 
gtgaaccaga acgcccaggc cctgaacacc 
gccatctcct ccgtgctgaa cgacatcctg 
cagatcgacc gcctgatcac cggccgcctg 
ctgatccgcg ccgccgagat ccgcgcctcc 
tgcgtgctgg gccagtccaa gcgcgtggac 



tgcgtgaact tcaacttcaa cggcctgacc 540 
cgcttccagc cattccagca gttcggccgc 600 
gacccaaaga cctccgagat cctggacatc 660 
atcaccccag gcaccaacgc cgcctccgag 720 
accgacgtgt ccaccgccat ccacgccgac 780 
accggcaaca acgtgttcca gacccaggcc 84 0 
acctcctacg agtgcgacat cccaatcggc 900 
tccctgctgc gctccacctc ccagaagtcc 960 
gactcctcca tcgcctactc cgccaacacc 1020 
atcaccaccg aggtgatgcc agtgtccatg 1080 
atctgcggcg actccaccga gtgcgccaac 1140 
cagctgaacc gcgccctgtc cggcatcgcc 1200 
ttcgcccagg tgaagcagat gtacaagacc 1260 
ttcgcccaga tcctgccaga cccactgaag 1320 
ctgttcaaca aggtgaccct ggccgacgcc 1380 
ggcgacatca acgcccgcga cctgatctgc 1440 
ccaccactgc tgaccgacga catgatcgcc 1500 
gccaccgccg gctggacctt cggcgccggc 1560 
atggcctacc gcttcaacgg catcggcgtg 1620 
cagatcgcca accagttcaa caaggccatc 1680 
tccaccgccc tgggcaagct gcaggacgtg 1740 
ctggtgaagc agctgtcctc caacttcggc 1800 
tcccgcctgg acaaggtgga ggccgaggtg 1860 
cagtccctgc agacctacgt gacccagcag 1920 
gccaacctgg ccgccaccaa gatgtccgag 1980 
ttctgcggca agggctacca cctg 2034 



<210> 26 
<211> 678 
<212> PRT 

<213> SARS Coronavirus urbani 



<400> 26 
Val Leu Tyr Asn 
1 

Ser Ala Thr Lys 
20 

Ser Phe Val Val 
35 

Thr Gly Val He 
50 

Gly Cys Val Leu 
65 

Gly Asn Tyr Asn 



Pro Phe Glu Arg 
100 

Pro Cys Thr Pro 
115 



Ser Ala Phe Phe 
5 

Leu Asn Asp Leu 



Lys Gly Asp Asp 
40 

Ala Asp Tyr Asn 
55 

Ala Trp Asn Thr 
70 

Tyr Lys Tyr Arg 
85 

Asp He Ser Asn 



Pro Ala Leu Asn 
120 



Ser Thr Phe Lys 
10 

Cys Phe Ser Asn 
25 

Val Arg Gin He 



Tyr Lys Leu Pro 
60 

Arg Asn He Asp 
75 

Tyr Leu Arg His 
90 

Val Pro Phe Ser 
105 

Cys Tyr Trp Pro 



Cys Tyr Gly Val 
15 

Val Tyr Ala Asp 
30 

Ala Pro Gly Gin 
45 

Asp Asp Phe Met 



Ala Thr Ser Thr 
80 

Gly Lys Leu Arg 
95 

Pro Asp Gly Lys 
110 

Leu Asn Asp Tyr 
125 



Gly Phe Tyr Thr Thr Thr Gly lie Gly Tyr Gin Pro Tyr Arg Val Val 
130 135 140 

Val Leu Ser Phe Glu Leu Leu Asn Ala Pro Ala Thr Val Cys Gly Pro 
145 150 155 160 

Lys Leu Ser Thr Asp Leu lie Lys Asn Gin Cys Val Asn Phe Asn Phe 
165 170 175 



Asn Gly Leu Thr Gly Thr Gly Val Leu Thr Pro Ser Ser Lys Arg Phe 
180 185 190 

Gin Pro Phe Gin Gin Phe Gly Arg Asp Val Ser Asp Phe Thr Asp Ser 
195 200 205 

Val Arg Asp Pro Lys Thr Ser Glu lie Leu Asp lie Ser Pro Cys Ser 
210 215 220 

Phe Gly Gly Val Ser Val lie Thr Pro Gly Thr Asn Ala Ala Ser Glu 
225 230 235 240 

Val Ala Val Leu Tyr Gin Asp Val Ala Cys Thr Asp Val Ser Thr Ala 
245 250 255 

He His Ala Asp Gin Leu Thr Pro Ala Trp Arg He Tyr Ser Thr Gly 
260 265 270 

Asn Asn Val Phe Gin Thr Gin Ala Gly Cys Leu He Gly Ala Glu His 
275 280 285 

Val Asp Thr Ser Tyr Glu Cys Asp lie Pro He Gly Ala Gly He Cys 
290 295 300 

Ala Ser Tyr His Thr Val Ser Leu Leu Arg Ser Thr Ser Gin Lys Ser 
305 310 315 320 

He Val Ala Tyr Thr Met Ser- Leu Gly Ala Asp Ser Ser He Ala Tyr 
325 330 335 

Ser Ala Asn Thr He Ala He Pro Thr Asn Phe Ala He Ser He Thr 
340 345 350 



Thr Glu Val Met 
355 

Met Tyr He Cys 
370 

Tyr Gly Ser Phe 
385 

Ala Glu Gin Asp 



Met Tyr Lys Thr 
420 



Pro Val Ser Met 
360 

Gly Asp Ser Thr 
375 

Cys Thr Gin Leu 
390 

Arg Asn Thr Arg 
405 

Pro Thr Leu Lys 



Ala Lys Thr Ser 



Glu Cys Ala Asn 
380 

Asn Arg Ala Leu 
395 

Glu Val Phe Ala 
410 

Tyr Phe Gly Gly 
425 



Val Asp Cys Asn 
365 

Leu Leu Leu Gin 



Ser Gly He Ala 
400 

Gin Val Lys Gin 
415 

Phe Asn Phe Ala 
430 



38 



Gin lie Leu Pro Asp Pro Leu Lys Pro Thr Lys Arg Ser Phe lie Glu 
435 440 445 

Asp Leu Leu Phe Asn Lys Val Thr Leu Ala Asp Ala Gly Phe Met Lys 
450 455 460 

Gin Tyr Gly Glu Cys Leu Gly Asp lie Asn Ala Arg Asp Leu lie Cys 
465 470 475 480 

Ala Gin Lys Phe Asn Gly Leu Thr Val Leu Pro Pro Leu Leu Thr Asp 
485 490 495 

Asp Met lie Ala Ala Tyr Thr Ala Ala Leu Val Ser Gly Thr Ala Thr 
500 505 510 

Ala Gly Trp Thr Phe Gly Ala Gly Ala Ala Leu Gin He Pro Phe Ala 
515 520 525 

Met Gin Met Ala Tyr Arg Phe Asn Gly He Gly Val Thr Gin Asn Val 
530 535 540 

Leu Tyr Glu Asn Gin Lys Gin He Ala Asn Gin Phe Asn Lys Ala He 
545 550 555 560 

Ser Gin He Gin Glu Ser Leu Thr Thr Thr Ser Thr Ala Leu Gly Lys 
565 570 575 

Leu Gin Asp Val Val Asn Gin Asn Ala Gin Ala Leu Asn Thr Leu Val 
580 585 590 

Lys Gin Leu Ser Ser Asn Phe Gly Ala He Ser Ser Val Leu Asn Asp 
595 600 605 

He Leu Ser Arg Leu Asp Lys Val Glu Ala Glu Val Gin He Asp Arg 
610 615 620 

Leu He Thr Gly Arg Leu Gin Ser Leu Gin Thr Tyr Val Thr Gin Gin 
625 630 635 640 

Leu He Arg Ala Ala Glu He Arg Ala Ser Ala Asn Leu Ala Ala Thr 
645 650 655 

Lys Met Ser Glu Cys Val Leu Gly Gin Ser Lys Arg Val Asp Phe Cys 
660 665 670 

Gly Lys Gly Tyr His Leu 
675 



<210> 27 

<211> 15 

<212> PRT 

<213> SARS Coronavirus urbani 



<400> 27 

Gin He Leu Pro Asp Pro Leu Lys Pro Thr Lys Arg Ser Phe He 
15 10 15 
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<210> 28 

<211> 16 

<212> PRT 

<213> SARS Coronavirus urbani 

<400> 28 

Thr Arg Asn lie Asp Ala Thr Ser Thr Gly Asn Tyr Asn Tyr Lys Tyr 
1 5 10 15 



<210> 29 
<211> 5 
<212> PRT 

<213> SARS Coronavirus urbani 
<400> 29 

Ala Val Asp Cys Ser 
1 5 



<210> 30 

<211> 4 

<212> PRT 

<213> SARS Coronavirus urbani 

<400> 30 
Val Phe Asn Gly 
1 



<210> 31 

<211> 4 

<212> PRT 

<213> SARS Coronavirus urbani 



<400> 31 
Gly Tyr His Leu 
1 



<210> 32 

<211> 4 

<212> PRT 

<213> SARS Coronavirus urbani 



<400> 32 
Tyr Gin Asp Val 
1 



<210> 33 

<211> 6 

<212> PRT 

<213> SARS Coronavirus urbani 



<400> 33 

Ala Glu Gin Asp Arg Asn 
1 5 



